deoxyribonucleoside 5' monophosphate phosphatase (CDS_0035) phosphoadenosine phosphosulfate reductase (CDS_0043)
Cl-like repressor (CDS_0038)  primosomal protein (CDS_0042) anti-repressor Ant (CDS_0045)
34 36 37 39 40 41 DNA methyltransferase (CDS_0044) HNH endonuclease (CDS_0046)
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Cl-like repressor (CDS_0042)
41 43 DNA methyltransferase (CDS_0047)
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transcriptional regulator (CDS_0050)
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transcriptional regulator (CDS_0041)
transcriptional repressor (ET)S_0040) 46
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TemPhD_cluster_41357:25,692-35,980 (+)
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TemPhD_cluster_40871:29,401-40,144 (+)

transcriptional regulator (CDS_0042)

41 43 PD-Lambda-6_PD-Lambda-6 (CDS_0044)
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TemPhD_cluster_48896 _:26,179-36,727 (+)
DksA-like zinc-finger protein (CDS_0033)
T 34 39 40 transcriptional regulator (CDS_0041)
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TemPhD_cluster_48782_:26,649-36,988 (+)

38 39 40 41
g g o —baam b e e
IMGVR_UViG_3300027843_000002|3300027843|Ga0209798_10000112:26,111-36,879 (+)
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38 39 41 MTase_I1_00118 Type (CDS_0043) 47
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CllI-like transcriptional activator (CDS_0043)
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TemPhD_cluster_48870_:25,879-36,776 (+)
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