
TemPhD_cluster_41062: 28,820-39,479 (+)

34

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0035)

36 37
CI-like repressor (CDS_0038)

39 40 41
primosomal protein (CDS_0042)

phosphoadenosine phosphosulfate reductase (CDS_0043)

DNA methyltransferase (CDS_0044)
anti-repressor Ant (CDS_0045)

HNH endonuclease (CDS_0046)

IMGVR_UViG_2851673891_000005|2851673891|2851673891|2677782-2720419: 25,949-35,889 (+)

CI-like repressor (CDS_0042)
43 HNH endonuclease

IMGVR_UViG_2718218076_000003|2718218076|2718228528|3128369-3173035: 27,661-37,471 (+)

41
CI-like repressor (CDS_0042)

43 DNA methyltransferase (CDS_0047)

uvig_354736: 36,471-47,432 (+)

49
transcriptional regulator (CDS_0050)

52

TemPhD_cluster_41357: 25,692-35,980 (+)

transcriptional repressor (CDS_0040)
transcriptional regulator (CDS_0041)

46

TemPhD_cluster_40871: 29,401-40,144 (+)

39

TemPhD_cluster_48896_: 26,179-36,727 (+)

41
transcriptional regulator (CDS_0042)

43 PD-Lambda-6__PD-Lambda-6 (CDS_0044)

TemPhD_cluster_48782_: 26,649-36,988 (+)

DksA-like zinc-finger protein (CDS_0033)
34 39 40 transcriptional regulator (CDS_0041)

IMGVR_UViG_3300027843_000002|3300027843|Ga0209798_10000112: 26,111-36,879 (+)

38 39 40 41

TemPhD_cluster_15967: 24,759-35,958 (+)

37 40 41 42 43 44 45

IMGVR_UViG_2721755484_000003|2721755484|2721800901|3146994-3190275: 28,261-39,036 (+)

38 39 41 MTase_II_00118 Type (CDS_0043) 47

IMGVR_UViG_2576861517_000008|2576861517|2576892112|471424-514431: 26,437-39,340 (+)

MTase_II_00118 Type (CDS_0049) 54
RM_Type_II__Type_II_MTases_FAM_36 (CDS_0055)

IMGVR_UViG_2565956711_000010|2565956711|2565985881|2-41815: 24,155-35,013 (+)

41

TemPhD_cluster_48870_: 25,879-36,776 (+)

41
CI-like repressor (CDS_0042)

CII-like transcriptional activator (CDS_0043)

44

5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


