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MGV-GENOME-0159965:13,249-21,743 (+)
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SAMNO5414945_a1_ct396041_vs1:12,782-21,276 (+)
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uvig_416752:27,373-33,934 (+)
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uvig_194022: 25,467-34,174 (+)
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MGV-GENOME-0199613:18,977-27,834 (+)

nucleoside 2-deoxyribosyltransferase (CDS_0037)
35 36 38
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SAMNO9781778_al ct84215 vs1:17,390-25,622 (+)

nucleoside 2-deoxyribosyltransferase (CDS_0043)
41 44

uvig_592499:25,883-32,532 (+)

nucleoside 2-deoxyribosyltransferase (CDS_0026)
24 25 27 28

SAMEA2737770_al_ct67269 vs1:11,378-19,645 (+)
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MGV-GENOME-0263309: 27,834-37,118 (+)
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uvig_404011:24,495-33,095 (+)
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uvig_164508:25,215-33,309 (+)
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SAMN11252269_al_ct48873_vs1:27,947-35494 (+)
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MGV-GENOME-0259433: 27,011-34,546 (+)

43 44 46

uvig_502521:23,073-30,738 (+)

toxin (CDS_0048)
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uvig_492084_:21,931-30,630 (+)
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uvig_39702: 26,974-34,081 (+)
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uvig 197750: 14,338-22,686 (+)
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MGV-GENOME-0159828: 14,028-21,789 (+)
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MGV-GENOME-0151981: 11,926-20,686 (+)
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uvig. 160647 23,462-32,840 (+)
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uvig_454748:29,940-37,000 (+)
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SAMNO05414967_al_ct362270_vs1: 22,977-31,352 (+)
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SAMNO5414984_al_ct78048_vs1: 28,797-36,966 (+)
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uvig 412752:21,545-26,818 (+)
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MGV-GENOME-0212493: 22,663-30,120 (+)
a1 42 43 44
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MGV-GENOME-0217015: 22,332-29,860 (+)
46 47 48 49

MGV-GENOME-0225213:24,843-32,363 (+)

MGV-GENOME-0221539:24,670-31,747 (+)
3000 nt i
DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover unknown function




