
uvig_492084_: 13,513-25,072 (+)

19 20

tail fiber protein (CDS_0021)
tail fiber protein (CDS_0022)

23 24
tRNA-Lys(CTT)

25

toxin-antitoxin system HicB-like (CDS_0026)

toxin (CDS_0027)

28
capH (CDS_0029)

retron_type_VI_hth_cluster2_1 (CDS_0030)

313233
34

ParB-like partition nuclease (CDS_0035)

36 37 integrase (CDS_0038)

uvig_502521: 13,897-25,843 (+)

23
integrase (CDS_0024)

25 26 27 28
capH (CDS_0029)

retron_type_VI_hth_cluster2_1 (CDS_0030)

31 32 37

uvig_166496: 13,897-26,414 (+)

23 24

toxin-antitoxin system HicB-like (CDS_0025)
toxin (CDS_0026)

27 28 29 30
Control_protein_00002 control (CDS_0031)

32 37

MGV-GENOME-0221009: 13,897-26,685 (+)

23 24
toxin-antitoxin system HicB-like (CDS_0025)

26 27 28 29 30

Control_protein_00002 control (CDS_0031)

32

MGV-GENOME-4405159: 13,897-24,584 (+)

23 24
toxin-antitoxin system HicB-like (CDS_0025)

26 27 28 29 30

Control_protein_00002 control (CDS_0031)

32

IMGVR_UViG_3300045988_174029|3300045988|Ga0495776_154087: 13,505-30,965 (+)

23 24 25 26 27 28 29

holin (CDS_0030)
endolysin (CDS_0031)

32

toxin-antitoxin system HicB-like (CDS_0033)

34 35 36 37

retron_type_VI_hth_cluster2_1 (CDS_0038)

39
40

capH (CDS_0041)

42

MGV-GENOME-0263309: 13,505-30,965 (+)

23 24 25 26 27 28 29 30
endolysin (CDS_0031)

32

toxin-antitoxin system HicB-like (CDS_0033)

34 35 36 37

retron_type_VI_hth_cluster2_1 (CDS_0038)

39
40

capH (CDS_0041)

42

MGV-GENOME-0259433: 13,884-29,790 (+)

23 24 25 26 27 28

holin (CDS_0029)
endolysin (CDS_0030)

31 32

toxin-antitoxin system HicB-like (CDS_0033)

34 35 36
capH (CDS_0037)

retron_type_VI_hth_cluster2_1 (CDS_0038)

39

uvig_160647: 12,761-27,294 (+)

21 22 23 24 25 26

holin (CDS_0027)
endolysin (CDS_0028)

29

toxin (CDS_0030)

31
capH (CDS_0032)

retron_type_VI_hth_cluster2_1 (CDS_0033)

34 36 39 41 42

MGV-GENOME-0225213: 12,761-26,039 (+)

22 23 24

holin (CDS_0025)
endolysin (CDS_0026)

27 28 29
capH (CDS_0030)

retron_type_VI_hth_cluster2_1 (CDS_0031)

32

MGV-GENOME-0236986: 12,837-29,759 (+)

23 24 25 26 27 28 29 30 31 32
endolysin (CDS_0033)

34 35

toxin-antitoxin system HicB-like (CDS_0036)

37
38

capH (CDS_0039)

retron_type_VI_hth_cluster2_1 (CDS_0040)

capH (CDS_0041)

uvig_39702: 12,837-29,759 (+)

23 24 25 26 27 28 29 30 31 32
endolysin (CDS_0033)

34 35

toxin-antitoxin system HicB-like (CDS_0036)

37
38

capH (CDS_0039)

retron_type_VI_hth_cluster2_1 (CDS_0040)

capH (CDS_0041)

uvig_454748: 13,897-31,133 (+)

23 24 2526 27 28 29 30 31

holin (CDS_0032)
endolysin (CDS_0033)

34 35 36

toxin-antitoxin system HicB-like (CDS_0037)
toxin (CDS_0038)

39 40

Control_protein_00002 control (CDS_0041)

42

SAMN11252269_a1_ct48873_vs1: 13,232-31,719 (+)

21 22 23 24 25 26 27 28 29 30 31 32 33
toxin-antitoxin system HicB-like (CDS_0034)

35 36 37 38

Control_protein_00002 control (CDS_0039)

40 47

SAMN09781743_a1_ct69706_vs1: 13,235-33,811 (+)

21 22 23 24 25 26 27 28
endolysin (CDS_0029)

30 31 32 33 34 35 36

AbiD__AbiD (CDS_0037)

38
capH (CDS_0039)

retron_type_VI_hth_cluster2_1 (CDS_0040)

41

uvig_592499: 13,235-27,079 (+)

21 22 23 24

AbiD__AbiD (CDS_0025)

26
capH (CDS_0027)

retron_type_VI_hth_cluster2_1 (CDS_0028)

29

uvig_416752: 12,707-28,566 (+)

17 21 23 24 25 26 27
endolysin (CDS_0028)

29 30

retron_type_VI_hth_cluster2_1 (CDS_0031)
retron_type_VI_hth_cluster2_1 (CDS_0032)

33
capH (CDS_0034)

35

uvig_404011: 12,707-27,626 (+)

23 24 25 26 27 28
endolysin (CDS_0029)

30 31 32 33

SAMN05414984_a1_ct78048_vs1: 12,707-32,972 (+)

23 24 25 2627 28 29 30 31 32 33
endolysin (CDS_0034)

35 36

toxin-antitoxin system HicB-like (CDS_0037)

38 39 40 41 42
Control_protein_00002 control (CDS_0043)

44

uvig_412752: 9,511-19,015 (+)

16 21 23 24

uvig_493499: 13,514-26,147 (+)

23 24 25 26 27
PDC-S19_WP_106843225.1 (CDS_0028)

29

capH (CDS_0030)

retron_type_VI_hth_cluster2_1 (CDS_0031)

32
33

capH (CDS_0034)

38

8000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder) defence (PADLOC)

tRNA pseudogene


