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replisome organizer (CDS_0048)
36 37 38 39 40 41 42 44 45 46 47 49 50 51 52 Holliday junction resolvase (CDS_0053)

i
@

uvig 528366:28,299-36,946 (+)
37 38 39 40

L U ————————
MGV-GENOME-0283883:27,967-32,735 (+)
Exopolysaccharide (VFO755) (CDS_0002)
Capsule (VFO003) (CDS_0001) 3 4 5 6 7 Holliday junction resolvase

I
uvig_323502: 1-8,214 (+)
37 38

Y
MGV-GENOME-0287279: 27,965-32,923 (+)
35 36 3 38 39 43 48

~N

——
MGV-GENOME-0295034: 27,472-35,947 (+)

%
!

MGV-GENOME-0293080: 27,099-35,517 (+)

r———————— [ [ _— — ]
IMGVR_UViG_3300045988_120516|3300045988|Ga0495776_012540: 34,782-43,330 (+)
40 42

|
MGV-GENOME-0292944:27,125-35,491 (+)
replisome organizer (CDS_0036)

——
MGV-GENOME-0277189:23,646-32,069 (+)

uvig_663: 35,487-45,000 (+)

replisome organizer (CDS_0043) 44

MGV-GENOME-0292566: 26,937-36,288 (+)
61 62 ParB-like partition protein (CDS_0069)

IMGVR_UViG_3300023540_000003|3300023540] Ga0257050_100235: 35,083-47,005 (+)
40 41

r _ __ _—  — — ——— ———+ 1 — —]
MGV-GENOME-0288482: 25,321-35,347 (+)

49 52 53 54 55 59

I I —— LI " |
IMGVR_UViG_3300029207_000004|3300029207|Ga0168683_100308: 34,660-42,613 (+)

36 37 38 39 40

I E——
MGV-GENOME-0277024:26,513-34,707 (+)
53 54 55 56 57 58

I ———
MGV-GENOME-4426131:34,236-42,673 (+)
53 54 55 56

MGV-GENOME-0317255:34,251-42,336 (+)
38 39 4041 42

MGV-GENOME-0286746:24,963-32,815 (+)

T ——
MGV-GENOME-0317432: 34,909-42,996 (+)
37

é

— —— [ —————— —————— —
MGV-GENOME-0292056: 24,436-32,739 (+)

40 42

%

MGV-GENOME-0294751:26,810-35,113 (+)
58

—r __— — — — [ ——— ——— — —— I —— — ——
uvig_143976:37,854-46,017 (+)

35

. — [ e
MGV-GENOME-0265753:21,121-29,499 (+)

32 38 40

%

MGV-GENOME-0291159:26,900-34,579 (+)
33

(N N
MGV-GENOME-0268626:21,409-29,789 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0040)

i
y

MGV-GENOME-0294223: 26,908-35,723 (+)
53 54 )

é
l

IMGVR_UViG_3300030305_000024|3300030305|Ga0238540_100011:33,306-42,111 (+)

é

MGV-GENOME-0293728:26,493-35,119 (+)
38 39

S

I — T eeeeee——

MGV-GENOME-0282118:23,729-32,439 (+)
51

I ——
MGV-GENOME-0314850: 37,469-41,614 (+)

MGV-GENOME-0292235: 27,708-34,562 (+)
51

—— s — — —  —  — — ——— |
IMGVR_UViG_3300045988_122806|3300045988|Ga0495776_057797:34,741-40,497 (+)

‘ w
o

—— —
MGVR_UViG_3300045988_111410|3300045988|Ga0495776_114560:34,293-39,839 (+)

44 45

I ————
MGV-GENOME-0294556: 30,673-35,087 (+)
41 42

p

uvwg 197802:27,504-34,646 (+)
baseplate protein (CDS_0022)
tail fiber protein (CDS_0023) 24 30 31

I e ] ) e
MGV-GENOME-0260054: 18,310-28,229 (+)

Sak4-like ssDNA annealing protein (CDS_0046)
47 49 50

IEEEEsss——— S S
MGV-GENOME-0304117:30,493-37,730 (+)

39 40

IEEEEs————  aaeeeseesseaa—— | SSSaSassesesse— 0
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