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MGV-GENOME-0269509: 28,795-35,396 (+)
ParB-like partition protein (CDS_0061)
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IMGVR_UViG_3300045988_131564|3300045988|Ga0495776_093352: 37,536-43,939 (-)
ParB-like partition protein (CDS_0044)
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ParB-like partition protein (CDS_0040)
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ParB-like partition protein (CDS_0063)
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ParB-like partition protein (CDS_0049) 50
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MGV-GENOME-0289428:32,797-39,370 (+)
62 67 68 ParB-like partition protein (CDS_0069)
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Holliday junction resolvase (CDS_0064) ParB-like partition protein (CDS_0067)
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ParB-like partition protein (CDS_0067)
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ParB-like partition protein (CDS_0039)
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53 ParB-like partition protein (CDS_0054)
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39 40 ParB-like partition protein (CDS_0042)
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MGV-GENOME-0251674:24,903-32,047 (+)
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uvig_528366:34,225-42,164 (+)
57 replisome organizer (CDS_0058) 63 ParB-like partition protein (CDS_0065)
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MGV-GENOME-0314867:38,503-46,868 (+)

MGV-GENOME-4426449:38,480-47,065 (+)
65 66 ParB-like partition protein (CDS_0067)

MGV-GENOME-0318263: 39,488-48,353 (+)
ParB-like partition protein (CDS_0046)
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MGV-GENOME-0296969: 33,704-40,880 (+)
59 ParB-like partition protein (CDS_0064) 65

IMGVR_UViG_3300030305_000024|3300030305|Ga0238540_100011: 39,964-47,572 (+)
ParB-like partition protein (CDS_0051)
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MGV-GENOME-0288370: 31,521-38,936 (+)
59 64 65 66 ParB-like partition protein (CDS_0067)
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uvig_508073:38,163-46,698 (+)
Holliday junction resolvase (CDS_0045) ParB-like partition protein (CDS_0048)
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IMGVR_UViG_3300029365_000518|3300029365|Ga0243866_1000477|12657-66066:39,323-48,629 (+)
60 ParB-like partition protein (CDS_0062)
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IMGVR_UViG_3300045988_123113|3300045988|Ga0495776_057986: 37,340-45,080 (+)
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MGV-GENOME-0269664:26,508-34,602 (+)
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MGV-GENOME-0285307:29,510-37,631 (+,
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MGV-GENOME-0317011:39,462-47,181 (+)
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uvig_323449:36,047-43,718 (+)
60 61

MGV-GENOME-0309787:36,589-44,254 (+)
62 67
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IMGVR_UViG_3300023540_000003|3300023540|Ga0257050_100235: 39,669-48,393 (+)
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MGV-GENOME-0318868:41,232-48,016 (+)
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MGV-GENOME-0297391: 33,332-40,354 (+)
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MGV-GENOME-0289536:31,992-38,574 (+)
47

MGV-GENOME-0291627:32,840-39,053 (+)
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MGV-GENOME-0268581:29,075-34,406 (+)
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MGV-GENOME-0295197:30,370-36,523 (+)
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MGV-GENOME-0260514: 24,768-32,940 (+)
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MGV-GENOME-0262507: 25,385-33,294 (+)
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IMGVR_UViG_3300008103_000022|3300008103|Ga0114180_100438: 39,423-47,389 (+)
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MGV-GENOME-0304117:34,397-42,423 (+)
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IMGVR_UViG_3300029360_000193|3300029360|Ga0243814_1000543:45,754-54,056 (-)
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uvig_446938:39,465-47,767 (+)
49 53

MGV-GENOME-0304273:34,200-42,347 (+)

MGV-GENOME-0281615:28,810-36,957 (+)

MGV-GENOME-0291859:30,931-39,105 (+)

MGV-GENOME-0301173:33,398-41,619 (+)
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MGV-GENOME-0322861:39,842-46,006 (+)
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MGV-GENOME-0326196:40,529-46,693 (+)
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