tail protein (CDS_0022) cell division inhibitor (CDS_0031)

tail fiber protein (CDS_0023) baseplate protein (CDS_0027) integrase (CDS_0029)

18 19 20 21 24 25 26 [ 28 [ 30 32
I I — I
IMGVR_UViG_2878899656_000002|2878899656|2878899656|1320061-1349368: 14,256-27,220 (+)

tail fiber protein (CDS_0022) tail fiber assembly (CDS_0023) 28

IMGVR_UVIG_2881614262_000002|2881614262|2881614304|179012-207939: 14,255-26,745 (+)
tail fiber protein (CDS_0022) tail fiber assembly (CDS_0023) integrase (CDS_0027) transcriptional regulator (CDS_0029)

IMGVR_UViG_3300009944_000212|3300009944|Ga0133256_147240|123378-153633: 15,144-27,838 (+)
tail fiber protein (CDS_0025)
tail collar fiber protein (CDS_0024) 26

e —————
IMGVR UViG_2526164632_000036(2526164632|2526181639|43369-76800: 16,584-26,778 (+)

tail fiber protein (CDS_0022) 23

]
TemPhD_cluster_28302: 16,690-26,885 (+)
tail fiber protein (CDS_0023) 24

IMGVR_UVIG_2660238548_000029|2660238548|2660319797(95675-129118: 16,689-25,152 (+)

Bacteriophage abortive infection AbiH__AbiH (CDS_0027)
tail fiber protein (CDS_0022) 23 28

|
i

IMGVR UViG_2740892370_000018|2740892370|2740977815|2-30984: 16,690-30,026 (+)
tail fiber protein (CDS_0023) 24

\MGVR UViG_2703718773.000025[2703718773|2703735345|3-30400: 16,685-29,441 (+)

endolysin (CDS_0015)
16 18 19 tail fiber protein (CDS_0023) 24

I
H\/IGVR UViG_638341087_000016]638341087|638358733[125768-159229:15,866-26,891 (+)

tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

TemPhD._ cluster 44254: 14,851-25,154 (+)
tail fiber protein (CDS_0005) tail fiber assembly protein (CDS_0004)

|
TemPhD_cluster_63534:711-11,014 (-)

tail fiber protein (CDS_0022)

. ——— — _—— —— ————— — [ ————— | ——
IMGVR_UViG_2876499329_000001|2876499329|2876499337(60132-91625: 14,810-24,854 (+)

tail fiber protein (CDS_0005) tail fiber assembly protein (CDS_0004)

]
TemPhD_cluster_63498:710-11,020 (-)

tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

]
TemPhD_cluster_44300: 14,830-25,149 (+)

tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

——
IMGVR_UViG_2876522725_000004|2876522725|2876522817|39198-72701:15,741-25,502 (+)

tail fiber protein (CDS_0024) 25

IMGVR_UVIG_2711768169_000012|2711768169|2711798533|4015541-4047291: 14,410-24,825 (+)
tail fiber protein (CDS_0023) tail fiber assembly protein (CDS_0024)

uvig_578275:13,866-23,505 (+)
tail fiber protein (CDS_0005) tail fiber assembly (CDS_0004)

]
TemPhD_cluster_63599:710-10,881 (-)

tail fiber protein (CDS_0022) 23

TemPhD_cluster 10342: 15,274 25,445 (+)
tail fiber protein (CDS_0024) 25

IMGVR_UViG_3300048924_000074|3300048924|Ga0496121 0002047: 16,148-26,389 (+)
tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

IMGVR_UViG_3300012283 000004|3300012283|Ga0122179 100193: 13,622-24,289 (+)
tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

IMGVR UViG_2588254092_000001|2588254092|2588306853|270288-302020: 15,799-25,977 (+)
19 tail fiber protein (CDS_0024) tail fiber assembly protein (CDS_0025)

el

e e ——
IMGVR_UViG_3300045988_100787|3300045988|Ga0495776_119498:15,181-25,176 (+)

tail fiber protein (CDS_0023) 24

IMGVR UViG_2802429251 000009|2802429251|2802452312|23573-55781: 15,181-25,176 (+)
tail fiber protein (CDS_0022) 23

TemPhD_cluster_52354: 15,275-25,389 (+)

tail fiber protein (CDS_0022) 23

TemPhD_cluster 44179 14,381-24,153 (+)
tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

]
TemPhD_cluster_30706: 15,807-25,594 (+)
tail fiber protein (CDS_0023) tail fiber assembly protein (CDS_0024)

IMGVR_UViG_3300036783_000019|3300036783]|Ga0376656_0000394: 14,817-25,440 (+)
tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

e —————————————————————————————— ———————————————— T ————————————
WG\/RﬁUVin33000429227001447|33OOO42922\Ga045636370001634\ 7020-35571:13,672-24,058 (+)
tail fiber protein (CDS_0024) 25

I ! e e e —
IMGVR_UViG_2791354921_000002|2791354921|2791362674|27111-61798:15,539-26,235 (+)

tail fiber protein (CDS_0025)
tail collar fiber protein (CDS_0024) 26

- —— ———— —— ]
TemPhD_cluster_12171:15,196-25,310 (+)

tail fiber protein (CDS_0024) tail fiber assembly protein (CDS_0025) 29 30 31 32

IMGVR_UVIG_2630968720_000005|2630968720(2631016746|235777-265856: 14,403-27,643 (+)
tail fiber protein (CDS_0023) tail fiber assembly protein (CDS_0024)

TemPhD.cluster 22942: 1445624, 704 (+)
integrase (CDS_0028)

tail fiber protein (CDS_0022) 23 27 Cox-like excisionase and repressor (CDS_0030)
b e e O — (KD
TemPhD_cluster_52353: 14,230-27,902 (+)

tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023) 30

L& B
TemPhD_cluster_30727:14,825-28,410 (+)

tail fiber protein (CDS_0023) tail fiber protein (CDS_0024)
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tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)
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X = 114, 413 (+)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0023)

IMGVR_UViG_3300012259_000033|3300012259|Ga0121723_100041|59605-89484: 14,826-27,460 (+)
tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

I I
TemPhD_cluster_26452: 14,230-27,805 (+)

tail fiber protein (CDS_0024) tail fiber assembly protein (CDS_0025)
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tail fiber protein (CDS_0006) tail fiber assembly protein (CDS_0005)
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(-); 27,308-29,466 (-)
tail fiber protein (CDS_0024) tail fiber assembly protein (CDS_0025)

TemPhD_cluster_7332: 14,408-27,851 (+)

N
o

tail fiber protein (CDS_0023) tail fiber assembly (CDS_0024)

TemPhD_cluster_26446:14,679-28,122 (+)

tail fiber protein (CDS_0024) tail fiber assembly (CDS_0025)

— . . |
TemPhD_cluster_63436_: 14,909-28,365 (+)

tail fiber protein (CDS_0022) tail fiber assembly (CDS_0023) head maturation protease (CDS_0029) 30
- — - - — ] _\—j_LQ_Xj_!
TemPhD_cluster_63399_:15,275-29,315 (+)

tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023) 27

| IR B e —
IMGVR UViG_3300048928 000638|3300048928|Ga0496125 0001107|2-31111:15,808-29,428 (+)
tail fiber protein (CDS_0022) 23 27
[0 g N, 0, F—, W, S—/ S, F— T, S— e W— GUN Sy V
IMGVR_UViG_3300048926_000066|3300048926|Ga0496123_0001539: 15,808-30,194 (+)
tail fiber protein (CDS_0006) tail fiber assembly protein (CDS_0005) 1

[— . ] — ———— |
TemPhD _cluster_63671:1-11,504 (-); 27,422-29,642 (-)

tail fiber protein (CDS_0021) tail fiber assembly protein (CDS_0022) 26

e R — e | E——
IMGVR UViG_3300031370_000026|3300031370|Ga0302349_1000860: 13,408-27,379 (+)

tail fiber protein (CDS_0021) tail fiber assembly protein (CDS_0022)

I P B S R E—
IMGVR UViG_3300031418_000078|3300031418|Ga0308166_1001174: 13,408-27,654 (+)
tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023) transcriptional regulator (CDS_0028)

Y "y, —
|MG\/R UViG_3300011481_000015|3300011481|Ga0120927_10018|14248-42068: 13,644-26,545 (+)

tail fiber protein (CDS_0024)

e e S — — —
IMGVR_UViG_3300009092_000440|3300009092|Ga0105250_10000044|57358-86861: 14,336-27,008 (+)

tail fiber protein (CDS_0021) 22

IMGVR_UViG_2821767013_000012|2821767013|2821767102|40194-69322: 13,408-26,723 (+)
tail fiber assembly protein (CDS_0022)
tail fiber protein (CDS_0021)

IMGVR_UViG_3300034682_000422|3300034682|Ga0310128_000168|43737-72175:13,396-26,757 (+)
tail fiber assembly protein (CDS_0024)
tail fiber protein (CDS_0023)

IMGVR_UViG_3300045988_101137|3300045988|Ga0495776_009563: 14,238-27,439 (+)
tail fiber protein (CDS_0022) 23

IMGVR UViG_2773857903_000002|2773857903|2773874116|1364556-1393531: 14,252-27,645 (+)
tail fiber protein (CDS_0022) 23

]
TemPhD_cluster_18621:13,674-27,851 (+)
tail fiber protein (CDS_0029) tail fiber assembly protein (CDS_0030)

TemPhD.cluster 63544: 18,236-30,154 (+): 1.2,305 ()
tail fiber protein (CDS_0024) tail fiber assembly protein (CDS_0025)

IMGVR UViG_3300029175_000051|3300029175|Ga0120257_100020|13319-43594: 14,408-27,679 (+)
transcriptional regulator (CDS_0029)

tail fiber protein (CDS_0023) tail fiber assembly protein (CDS_0024) oMTase_00018 orphan (CDS_0032)
I L P
\MGVR UViG_3300024308_000015|3300024308|Ga0247725_1000484: 13,727-28,984 (+)
I 6000 nt {

head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)
— L]

defence (PADLOC)

I




