
IMGVR_UViG_2585427681_000003|2585427681|2585445522|9513-46243: 18,035-31,566 (+)

24 25 26 27 transposase (CDS_0028) 29 30 31 32
unknown function (CDS_0033)

34 35 36 37 transposase (CDS_0038) 39
transcriptional regulator (CDS_0040)

41

IMGVR_UViG_2700988710_000003|2700988710|2700995562|755-35391: 19,149-29,472 (+)

30
unknown function (CDS_0031)

33 34

IMGVR_UViG_2630968629_000002|2630968629|2631009476|1950929-1985030: 19,674-28,042 (+)

28 29 35 36 37

IMGVR_UViG_3300022658_000320|3300022658|Ga0248195_1071778|3088-38078: 22,024-29,831 (+)

32 35 transcriptional regulator (CDS_0040)

IMGVR_UViG_3300022658_000324|3300022658|Ga0248195_1154855|3481-38472: 19,136-29,832 (+)

27 28 34

IMGVR_UViG_2791355550_000002|2791355550|2791422069|17631-51518: 18,832-28,729 (+)

24 25
late transcriptional activator (CDS_0026)

31

IMGVR_UViG_2597489889_000004|2597489889|2597516461|3944733-3982094: 23,832-32,209 (+)

late transcriptional activator
32 35 36 38

IMGVR_UViG_2663762772_000005|2663762772|2663777220|56190-93748: 23,909-32,362 (+)

34
Arc-like transcriptional regulator (CDS_0036)

37

IMGVR_UViG_2639762981_000007|2639762981|2639817188|39017-73789: 19,316-29,701 (+)

26 33

IMGVR_UViG_2917825782_000002|2917825782|2917825782|2826051-2861912: 22,195-30,361 (+)

33

IMGVR_UViG_2645727751_000004|2645727751|2645750773|26104-61965: 22,195-30,361 (+)

33

IMGVR_UViG_2923115996_000002|2923115996|2923115996|2355855-2391149: 21,566-29,799 (+)

31 33 34

IMGVR_UViG_2925738233_000003|2925738233|2925738233|1555290-1589981: 21,972-28,618 (+)

33 34

IMGVR_UViG_2740892183_000006|2740892183|2740953804|114912-152365: 18,980-31,465 (+)

24 25 26
27

ABC transporter (CDS_0028) 31 32
unknown function (CDS_0033)

34 36

IMGVR_UViG_2660237937_000005|2660237937|2660240531|298019-333895: 16,652-29,322 (+)

19 MTase_II_00039 Type (CDS_0024) 27
unknown function (CDS_0028)

29 30

5000 nt

integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC)


