HTH DNA binding protein (CDS_0045) tail injection transglycosylase (CDS_0049)

transcriptional regulator (CDS_0042) Rz-like spanin (CDS_0051)
transposase (CDS_0040) 41 43 44 46 47 48 holin (CDS_0050) 52 53
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HTH DNA binding protein (CDS_0041)
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