
IMGVR_UViG_2630968629_000002|2630968629|2631009476|1950929-1985030: 16,466-25,087 (+)

23 24 25 26
tail protein (CDS_0027)

28 29

late transcriptional activator (CDS_0030)

3132

unknown function (CDS_0033)

34
35

3637

IMGVR_UViG_2645727751_000004|2645727751|2645750773|26104-61965: 14,906-25,675 (+)

20 24 25 26 31 33

IMGVR_UViG_2639762981_000007|2639762981|2639817188|39017-73789: 15,446-25,021 (+)

PD-T7-4__PD-T7-4 (CDS_0022) 26 30

IMGVR_UViG_2660237937_000005|2660237937|2660240531|298019-333895: 14,892-25,431 (+)

22 23
MTase_II_00039 Type (CDS_0024)

27

IMGVR_UViG_2808606385_000001|2808606385|2808614137|78029-115799: 16,583-28,424 (+)

26 27
MTase_II_00039 Type (CDS_0028)

35

IMGVR_UViG_2663762772_000005|2663762772|2663777220|56190-93748: 14,978-26,881 (+)

PD-T7-4_WP_133375404.1 (CDS_0022)

26 27
PDC-S12_WP_034891581.1 (CDS_0028)

29 Arc-like transcriptional regulator

IMGVR_UViG_2908379859_000002|2908379859|2908379859|5121159-5156523: 16,149-26,369 (+)

27 28 31 32

IMGVR_UViG_2585427645_000003|2585427645|2585443501|3352448-3386490: 15,285-25,033 (+)

25 26

IMGVR_UViG_2582580891_000004|2582580891|2582657840|434798-469359: 15,654-25,551 (+)

22 26 27

IMGVR_UViG_2791355594_000003|2791355594|2791427646|10024-44326: 15,692-25,550 (+)

23 27 28

IMGVR_UViG_2791355599_000004|2791355599|2791428446|2-33471: 15,692-24,717 (+)

27

IMGVR_UViG_3300022658_000320|3300022658|Ga0248195_1071778|3088-38078: 15,051-26,332 (+)

baseplate hub (CDS_0020) 2627 28 29 35

IMGVR_UViG_3300022658_000324|3300022658|Ga0248195_1154855|3481-38472: 15,248-26,333 (+)

27 28

IMGVR_UViG_2844680674_000001|2844680674|2844680674|334502-370226: 15,519-27,084 (+)

26 27 28

IMGVR_UViG_2791355550_000002|2791355550|2791422069|17631-51518: 14,948-27,001 (+)

20 24 25
late transcriptional activator (CDS_0026)

34

IMGVR_UViG_2718217999_000007|2718217999|2718228377|3583245-3617927: 15,750-24,143 (+)

26 27 28

IMGVR_UViG_2925738233_000003|2925738233|2925738233|1555290-1589981: 15,744-24,456 (+)

25 26

IMGVR_UViG_2923115996_000002|2923115996|2923115996|2355855-2391149: 15,320-24,044 (+)

21 25 26

IMGVR_UViG_2585427681_000003|2585427681|2585445522|9513-46243: 15,968-28,069 (+)

26 27
transposase (CDS_0028)

29 35 36

IMGVR_UViG_2700988710_000003|2700988710|2700995562|755-35391: 15,968-25,975 (+)

26 27

IMGVR_UViG_2597489889_000004|2597489889|2597516461|3944733-3982094: 15,289-26,740 (+)

23 27 28
MTase_II_00039 Type (CDS_0029)

late transcriptional activator (CDS_0030)

32 35

IMGVR_UViG_2740892183_000006|2740892183|2740953804|114912-152365: 15,753-26,777 (+)

24 25 26
27

ABC transporter (CDS_0028)

IMGVR_UViG_3300047469_000269|3300047469|Ga0495673_0000439: 16,024-37,516 (+)

21 22

tail fiber protein (CDS_0026)

27 28
Vag8 (VF0690) (CDS_0029)

30 31
UG4_Fimbrae_114 (CDS_0032)

UG4_Fimbrae_573 (CDS_0033)
Type 1 fimbriae (VF0221) (CDS_0034)

35

IMGVR_UViG_2775506784_000006|2775506784|2775516262|4791177-4830033: 16,803-28,739 (+)

26

tail fiber assembly protein (CDS_0027)
MTase_II_00039 Type (CDS_0028)

29 30

Mu Gam-like end protection (CDS_0034)

35 37

IMGVR_UViG_2718218240_000006|2718218240|2718228864|5487851-5525227: 16,803-27,259 (+)

tail fiber assembly protein (CDS_0027)
MTase_II_00039 Type (CDS_0028)

29

IMGVR_UViG_2684622643_000004|2684622643|2684637034|2439546-2478997: 16,803-27,736 (+)

PD-T7-4_WP_133375404.1 (CDS_0023)

tail fiber assembly protein (CDS_0028)
MTase_II_00039 Type (CDS_0029)

30

IMGVR_UViG_2579778545_000006|2579778545|2579783537|664376-701752: 16,338-27,263 (+)

tail fiber assembly protein (CDS_0026)
27 28 29

IMGVR_UViG_2850959999_000005|2850959999|2850959999|3623757-3661190: 15,715-27,090 (+)

25 26
MTase_II_00039 Type (CDS_0027)

28 29

IMGVR_UViG_2627853942_000005|2627853942|2627901689|3048288-3093870: 16,803-35,465 (+)

tail fiber assembly protein (CDS_0027)
MTase_II_00039 Type (CDS_0028)

29 30 31 32 33

ParA-like partition protein (CDS_0034)

35 36 37 38

IMGVR_UViG_2558309053_000004|2558309053|2558315283|6182560-6220179: 16,807-27,174 (+)

CupA fimbriae (VF0924) (CDS_0026)
CupA fimbriae (VF0924) (CDS_0027)

31

IMGVR_UViG_2558309066_000004|2558309066|2558315312|6182560-6219003: 16,807-25,998 (+)

26

IMGVR_UViG_2579778766_000005|2579778766|2579811773|18933-58205: 16,797-29,203 (+)

tail fiber assembly protein (CDS_0028)
MTase_II_00039 Type (CDS_0029)

30 31 32

IMGVR_UViG_2645727626_000003|2645727626|2645740250: 16,338-28,910 (+)

tail fiber assembly protein (CDS_0026)
27 28

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0029)

34 36 DNA transposition protein (CDS_0037)

IMGVR_UViG_2648501304_000004|2648501304|2648518943|72364-109095: 16,338-28,037 (+)

tail fiber assembly protein (CDS_0026)
27 28

IMGVR_UViG_2617271249_000005|2617271249|2617358682|1-53807: 16,803-43,689 (+)

tail fiber assembly protein (CDS_0027)
MTase_II_00039 Type (CDS_0028)

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0029)
RecT-like ssDNA annealing protein (CDS_0030)

31 32 33 34

MTase_II_00030 Type (CDS_0035)

36 37
PD-T7-4__PD-T7-4 (CDS_0038)

39 40 41 42 43
44

45

excisionase (CDS_0046)

47 48 49

10000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) tRNA


