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IMGVR_UViG_3300045988_144637|3300045988|Ga0495776_030114: 20,029-27,705 (+)
31 32 33 34 39
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uvig_134337:20,575-28,483 (+)
31 32 33 34

uvig 55763:20,059-27,478 (+)
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IMGVR_UViG_3300045988_157437|3300045988|Ga0495776_137780:20,575-28,345 (+)
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IMGVR_UViG_3300045988_144723|3300045988|Ga0495776_015496:20,479-28,575 (+)
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MGV-GENOME-0293937:20,444-28,754 (+)

26 31

Rampelli_SM_33_NODE_217_length_43665_cov_5.291103: 18,983-24,911 (+)
HNH endonuclease (CDS_0031)
endolysin (CDS_0023) 25 29 30 32

IMGVR_UViG_3300045988_107773|3300045988|Ga0495776_116807:20,222-28,728 (+)

HNH endonuclease (CDS_0032)
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MGV-GENOME-0302827: 20,267-28,306 (+)
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MGV-GENOME-0304943:20,067-26,999 (+)
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E—— — ———— —— — & — . ———— | ———————— ———— 7 —
uvig 152361.:19,097-28,172 (+)
28 31 32

IMGVR_UViG_3300029720_000026|3300029720|Ga024522%_1000737: 20,037-25,012 (+)
3000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis unknown function defence (PADLOC)
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