
IMGVR_UViG_3300045988_144637|3300045988|Ga0495776_030114: 34,850-40,255 (+)

59 60
oMTase_00015 orphan (CDS_0061)

62 63 64 65 66 67 exonuclease VIII (CDS_0068) 69
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0070)

71 72

IMGVR_UViG_3300029720_000026|3300029720|Ga0245229_1000737: 33,036-38,220 (+)

oMTase_00015 orphan (CDS_0059)
60 61 62 65 68

MGV-GENOME-0296633: 33,161-38,397 (+)

59 60 61 HEase_00016 homing (CDS_0066) DNA primase

IMGVR_UViG_3300045988_107773|3300045988|Ga0495776_116807: 35,514-39,769 (+)

63 64 65 RecT-like ssDNA annealing protein (CDS_0069)

uvig_152361_: 35,196-39,679 (+)

62 63 64 65

IMGVR_UViG_3300045988_147540|3300045988|Ga0495776_005906: 33,950-39,627 (+)

Mom-like DNA modification protein (CDS_0059)
oMTase_00015 orphan (CDS_0061)

62 63

MGV-GENOME-0302827: 33,950-39,627 (+)

oMTase_00015 orphan (CDS_0061) 62 63

MGV-GENOME-0304231: 35,056-39,856 (+)

59 60 62 63

uvig_55763: 33,623-36,582 (+)

60 62 63 64

MGV-GENOME-0304943: 33,734-39,073 (+)

radical SAM domain protein (CDS_0058) 60 61 64 65

2000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC) anti-defence (dbAPIS)


