
IMGVR_UViG_2880443722_000004|2880443722|2880443722|2155634-2199399: 32,099-38,792 (+)

38 39 40
Mu Gam-like end protection (CDS_0041)

Erf-like ssDNA annealing protein (CDS_0042)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0043)

44 45 46 47
transcriptional regulator (CDS_0048)

49 50 51 52 nucleotide kinase

TemPhD_cluster_60815: 32,397-39,578 (+)

40 46 47
replication initiation protein (CDS_0048)

49
Panton-Valentine leukocicin (CDS_0054)

nucleotide kinase (CDS_0055)
virulence associated (CDS_0056)

IMGVR_UViG_2534681615_000006|2534681615|2534684498|501-39000: 25,318-33,549 (+)

31 33 34 35
single strand DNA binding protein (CDS_0036)

PDC-S47_WP_148603747.1 (CDS_0038)
replication initiation protein (CDS_0039)

40 43

TemPhD_cluster_25527: 33,053-39,310 (+)

Sak-like ssDNA annealing protein (CDS_0044)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0045)

PDC-S47_WP_148603747.1 (CDS_0047)
replication initiation protein (CDS_0048)

DnaC-like helicase loader (CDS_0049)

TemPhD_cluster_41475: 30,186-37,673 (+)

anti-SOS response (APIS178) (CDS_0036)
37 PDC-S47_WP_148603747.1 (CDS_0044)

replication initiation protein (CDS_0045)

TemPhD_cluster_24368: 31,946-38,706 (+)

41
Mu Gam-like end protection (CDS_0042)

Erf-like ssDNA annealing protein (CDS_0043)

PDC-S47_WP_148603747.1 (CDS_0046)
replication initiation protein (CDS_0047)

TemPhD_cluster_41301: 32,614-39,220 (+)

44 46
Mu Gam-like end protection (CDS_0047)

Erf-like ssDNA annealing protein (CDS_0048)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0049) 51 replication initiation protein (CDS_0052)

IMGVR_UViG_2687453377_000005|2687453377|2687453971|2172574-2217135: 32,589-39,435 (+)

45 46 47 replication initiation protein (CDS_0048)

IMGVR_UViG_2675903453_000005|2675903453|2675976867|2171551-2216111: 32,592-39,436 (+)

46 47 48 replication initiation protein (CDS_0049)

TemPhD_cluster_60371: 32,568-39,017 (+)

47 48 49 50

IMGVR_UViG_2603879680_000001|2603879680|2603885937|28340-73520: 34,664-41,459 (+)

50 51 52 53 transcriptional regulator (CDS_0055)

TemPhD_cluster_35822_: 32,253-38,365 (+)

Mu Gam-like end protection (CDS_0041)
Sak4-like ssDNA annealing protein (CDS_0042)

single strand DNA binding protein (CDS_0043)

45 46 replication initiation protein (CDS_0047)

IMGVR_UViG_2603879797_000002|2603879797|2603889808|340341-384252: 32,814-39,977 (+)

40 46 47 oMTase_00015 orphan (CDS_0051)

IMGVR_UViG_2681813283_000003|2681813283|2681882449|47370-90796: 31,441-38,815 (+)

PDC-S47_WP_148603747.1 (CDS_0044)
replication initiation protein (CDS_0045)

IMGVR_UViG_2657245611_000005|2657245611|2657317898|14518-56084: 30,916-36,494 (+)

45

IMGVR_UViG_2724679002_000008|2724679002|2724692750|114-39492: 28,956-35,282 (+)

38 39

IMGVR_UViG_2645727879_000004|2645727879|2645765273|136-43672: 32,422-39,222 (+)

48

IMGVR_UViG_2913197053_000003|2913197053|2913197053|2247534-2289268: 29,459-36,587 (+)

42 43

IMGVR_UViG_2561511148_000005|2561511148|2561541514|1977161-2024582: 35,265-42,012 (+)

47 48

TemPhD_cluster_29383: 31,848-38,052 (+)

45 46 replication initiation protein (CDS_0047)

IMGVR_UViG_2590828767_000004|2590828767|2590869828|1460385-1501019: 28,569-36,437 (+)

35 36
Mu Gam-like end protection (CDS_0039)

40

single strand DNA binding protein (CDS_0041)

42 43 44 45

3000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


