
SAMN09781702_a1_ct2275_vs1: 31,231-36,671 (+)

ParA-like partition protein
45 46 47 48 49 50 51 52

DEDDh_I_II_III_IV_V_VI_1 (CDS_0053)
54 55 56 57

uvig_484681: 24,449-29,624 (+)

44

IMGVR_UViG_3300045988_013409|3300045988|Ga0495776_103441: 27,158-33,586 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0040)
DS-15__DS-15A (CDS_0041) 47

MGV-GENOME-0279371: 31,167-36,931 (+)

48 51 52 53 58

IMGVR_UViG_3300045988_059606|3300045988|Ga0495776_009987: 32,063-37,279 (+)

53 54 56 57

MGV-GENOME-0265204: 31,310-36,763 (+)

47 52 53 55

IMGVR_UViG_3300045988_035580|3300045988|Ga0495776_125806: 29,555-35,510 (+)

45 51 52

MGV-GENOME-0242965: 24,684-30,639 (+)

44

uvig_243822: 33,155-41,121 (+)

52 53 55 57
phosphoadenosine phosphosulfate reductase (CDS_0060)

61

uvig_151013: 26,663-33,456 (+)

45 46 48 49

SAMEA2737769_a1_ct4747_vs1: 32,656-39,797 (+)

57 58 phosphoadenosine phosphosulfate reductase (CDS_0062) 63 64 65

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) anti-defence (dbAPIS)


