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oMTase_00015 orphan (CDS_0045) 47 nucleoside 2-deoxyribosyltransferase (CDS_0052)
O O a b I N B R B e L

SAMEA2737769_al ct4747 vs1:27,938-34,581 (+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
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