
IMGVR_UViG_2588253787_000007|2588253787|2588273084|2-29965: 1-13,949 (+)

terminase large subunit (CDS_0001)
portal protein (CDS_0002)

3
PDC-S06_WP_029531116.1 (CDS_0004)

5 6 7
tail protein (CDS_0008)

9 10 11
head closure (CDS_0012)

uvig_111986: 1-12,085 (+)

terminase large subunit (CDS_0001)
portal protein (CDS_0002)

Menshen__NsnA (CDS_0003)

RM_Type_II__Type_II_REase24 (CDS_0004)
DrmMII_00005 DrmMII (CDS_0005)

6

MGV-GENOME-0182362: 1-6,204 (+)

terminase large subunit (CDS_0001)
transcriptional regulator (CDS_0002)

MGV-GENOME-0125817: 61-6,229 (+)

1 transcriptional regulator (CDS_0002)

IMGVR_UViG_2721755710_000003|2721755710|2721801310|1746740-1778852: 26,359-32,034 (-)

35
transposase (CDS_0036)

MGV-GENOME-0159433: 1-8,464 (+)

terminase large subunit (CDS_0001)
portal protein (CDS_0002)

transcriptional regulator (CDS_0003)

MGV-GENOME-0181251: 1-7,175 (+)

terminase large subunit (CDS_0001)
transcriptional regulator (CDS_0002)

MGV-GENOME-0191944: 1-7,504 (+)

terminase large subunit (CDS_0001)
portal protein (CDS_0002)

transcriptional regulator (CDS_0003)

IMGVR_UViG_2693429557_000019|2693429557|2693437016|21349-51784: 22,557-30,264 (-)

33
DrmD_00013 DrmD (CDS_0034)

transposase (CDS_0035)

IMGVR_UViG_3300028976_000050|3300028976|Ga0169648_10038|63-35935: 24,303-35,873 (-)

transcriptional regulator (CDS_0033)34353637

TemPhD_cluster_65159: 16,264-18,193 (+); 1-6,724 (+)

cation efflux protein (CDS_0001)
transcriptional regulator (CDS_0002)

Rz-like spanin

endolysin (CDS_0020)
endolysin (CDS_0021)

holin (CDS_0022)

baseplate hub (CDS_0023)
head-tail adaptor Ad1 (CDS_0024)

IMGVR_UViG_2585427737_000015|2585427737|2585454798|92161-123466: 21,127-31,126 (-)

262930313435transposase (CDS_0036)

MGV-GENOME-0150399: 9,329-15,628 (-)

22
tail length tape measure protein (CDS_0023)

5000 nt

connector head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC)


