endolysin (CDS_0020)

tRNA-Thr(CGT)
tail length tape measure protein (CDS_0014) holin (CDS_( 6022) 26
12 27 29 31
T13 15 1617 18 19 ‘ \T24 25| 728]30] 32

MGV-GENOME-0212399: 7,781-20,206 (+)
18 1920

- ———
MGV-GENOME-0187060:7,781-17,031 (+)

PD-Lambda-1_WP_005960421.1 (CDS_0022)
Retron_VI_HTH (CDS_0024)
UmuD-fike protein (CDS_0023)

integrase (CDS_0020) 25
18 19 21 Tes 2728
I I S O

Nig 18: 7.781-21.948 (+)

tail length tape measure protein (CDS_0014)
major tail protein (CDS_0011)

tail terminator (CDS_0010)

91 | \ 1516

| S
MGV-GENOME-0160285: 6,618-13,081 (+)
NEase_lI_00007 Type (CDS_0023)
Retron_VI_HTH (CDS_0028)
clamp loader of DNA polymerase (CDS_0022) PD-T7-4_PD-T7-4 (CDS_0030)

UmuD-like protein (CDS_0027) 3r4
Fur (VFO113) (CDS_0021) integrase (CDS_0025) 3*1 33
18 19 20 | ] 24 26 | |29| 32][353637 42
I W wm———— _ I I D N N N A

u-vig,128929: 7,780-29,274 (+)
PDC-547_WP_148603747.1 (CDS_0029)
transcriptional regulator (CDS_0021)
transcriptional repressor (CDS_0023)
Retron_VI_HTH (CDS_0024)
integrase (CDS_0019, 25 anti-repressor Ant (CDS_0031)
18 20 | 22 ‘ T26 T28 30 |

- — — S I N S —
uvig_244258:7,781-23,663 (+)

PDC-547_WP_148603747.1 (CDS_0024)
transcriptional regulator (CDS_0018)
Retron_VI_HTH (CDS_0019)
20 22 anti-repressor Ant (CDS_0026)
To1 J23 | 257

ﬁG\/—GENOME-O203234: 7,781-19,811 (+)
PDC-547. WP 148603747.1 (CDS_0024)

18 20 antl -repressor Ant (CDS_0026)
16 [19]21 T23

ﬁG\/—GENOM E-0210219:7,781-19,454 (+)

PDC-547_WP_148603747.1 (CDS_0023)
19 21 anti-repressor Ant (CDS_0025)
18720 22 | 24

MGV-GENOME-0223811: 7,781.19,.266 (+)
PDC-547_WP_148603747.1 (CDS_0028)

endolysin (CDS_0020)

holin (CDS_0022)

anti-repressor Ant (CDS_0030)

24 26
12 18 19 | 21| 23[25 [27 29

I | S S R A N SN SN S A —

IMGVR_UViG_3300029292_000254|3300029292|Ga0167469_100043[141173-172035: 7,215-22,138 (+)
PDC-547_WP_148603747.1 (CDS_0019)

anti-repressor Ant (CDS_0021)

20 [

major tail protein (CDS_0018)

ﬁGV-GENOME-OZSC}lZS: 7,781-18,123 (+)

20
1819] anti-repressor Ant (CDS_0021)

Uvig 408486, 7,784-17.455 (+)
PDC-547_WP_148603747.1 (CDS_0019)
anti-repressor Ant (CDS_0021)
18 | 0]

-
MGV-GENOME-0230175:7,781-17,759 (+)
18 19 _anti-repressor Ant (CDS_0020)

- I I
MGV-GENOME-0189217:7,781-17,395 (+)
endolysin (CDS_0020) PDC-547_WP_148603747.1 (CDS_0030)
holin (CDS_0022) 26 28 anti-repressor Ant (CDS_0032)

18 19 | 21 23 24 25[27 [29 31

N | S S S S | S S— N S e S N ———
IMGVR_UViG_3300029323_000141|3300029323|Ga0243332_100001|316317-349343:7,781-23,992 (+)

PDC-S47_WP_148603747.1 (CDS_0026)
endolysin (CDS_0020)
"holin (CDS_0023) anti-repressor Ant (CDS_0028)
18 19 | 2122 24 25 27 [

IMGVR UViG_3300029579. 000243|3300029579\Ga0244893 100455\14197 45530 7,781-22, 598 (+)
clamp loader of DNA polymerase (CDS_0023)
transcriptional regulator (CDS_0028)
transcriptional repressor (CDS_0029)

NEase_I|_00007 Type (CDS_0024) PDC-547_WP_148603747.1 (CDS_0035)
Fur (VFO113) (CDS'0022) | integrase (CDS 0026, 31 33 anti-repressor Ant (CDS_0037)
19 20 21 | 25 27 | 30[32 [34 36

uvwg 332741:7,781-31 917( )
clamp loader of DNA polymerase (CDS_0022)
transcriptional regulator (CDS_0027)
transcriptional repressor (CDS_0028)
NEase_l|_00007 Type (CDS_0023) ~ PDC- -S47_WP_148603747.1 (CDS_0034)
Fur (VFO0113) (CDS.0021) integrase (CDS_0025 ‘ 30 32 anti-repressor Ant (CDS_0036)
8]

major tail protein (CDS_0018) 1920 | | 24 26 | 29]31 [33 35 |
- | I N —— . —a ! ' 8§ ] — " ||
SAMNO0791932 al ct5135 vs1:7,781-27,965 (+)
clamp loader of DNA polymerase (CDS_0026) PDC-547_WP_148603747.1 (CDS_0038)
transcriptional regulator (CDS_0031)
transcriptional repressor (CDS_0032)
NEase_l1_00007 Type (CDS_0027) L anti-repressor Ant (CDS_0040)
Fur (VFO113) (CDS_0025) integrase (CDS_0029 34 36
18 19 20 21 22 23 24 | | T@ 30 | 33[35 [37 379—T

DO DO @ KK KT H O KA HEdEENDINCD
I A A N S N N I I I — L& ! 1 B ! ' |

uvig_570943:7,781-35,235 (+)

10000 nt i
DNA, RNA and nucleotide metabolism connector integration and excision lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
— L]

virulence (VFDB) tRNA
N I




