
IMGVR_UViG_3300045988_125525|3300045988|Ga0495776_014846: 171,499-177,155 (+)

192 193 194 195 196 197 198 199 200 201 202 203 204 205

MGV-GENOME-0372406: 112,945-118,410 (+)

118 119 120 121

Shkoporov_2019_SRR9161587_NODE_1_length_197841_cov_119.226983: 189,832-195,410 (+)

224 227 232

MGV-GENOME-0379003: 177,811-183,755 (+)

209 210 211 212

MGV-GENOME-0378162: 167,323-173,430 (+)

197 198 199 200

MGV-GENOME-0375875: 141,710-147,850 (+)

152 157 158 159 161

MGV-GENOME-4435964: 185,666-191,251 (+)

218 219 220

uvig_10481: 109,792-115,631 (+)

100 101 102

MGV-GENOME-0379297: 187,206-193,117 (+)

208 213 214 215

MGV-GENOME-0373629: 121,760-127,069 (+)

118

MGV-GENOME-0379118: 181,894-187,383 (+)

209 212 213 214 219

MGV-GENOME-0371378: 107,810-113,402 (+)

113 sigma factor (CDS_0118)

MGV-GENOME-0371875: 109,460-115,242 (+)

110 115

MGV-GENOME-0379299: 187,844-195,831 (+)

220 221 222 224 228

uvig_62612: 120,443-128,208 (+)

116 117

MGV-GENOME-0379253: 185,723-192,651 (+)

208 210 211

3000 nt

transcription regulation unknown function


