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IMGVR_UViG_3300045988_160079|3300045988|Ga0495776_008188:7,072-26,611 (+)
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uvig_73447:7,748-25,644 (+)
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IMGVR_UViG_3300045988_160198|3300045988|Ga0495776_007144:7,753-25,831 (+)
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IMGVR_UViG_3300045988_153886|3300045988|Ga0495776_007993:7,752-25,822 (+)
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IMGVR_UViG_3300045988_166250|3300045988|Ga0495776_007588:7,784-25,947 (+)
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MGV-GENOME-0271985:7,822-25,772 (+)
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IMGVR_UVIG_3300045988_167314|3300045988|Ga0495776_007557: 7,746-26,268 (+)
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MGV-GENOME-0273055:7,059-25,409 (+)
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MGV-GENOME-0242967:7,070-24,955 (+)
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IMGVR_UViG_3300045988_159442|3300045988|Ga0495776_007489:7,776-25,531 (+)
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IMGVR_UViG_3300045988_160938|3300045988|Ga0495776_044528:7,777-26,055 (+)
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MGV-GENOME-0273546:7,837-26,341 (+)

uvig 265525:7,807-26,310 (+)
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IMGVR_UViG_3300029058_000013|3300029058|Ga0169611_100472:7,749-28,125 (+)

17 18
) S S — N EE—

MGV-GENOME-0278082:7,835-26,711 (+)
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uvig_24190:7,895-26,706 (+)
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IMGVR_UVIG_3300045988_168440|3300045988|Ga0495776_007535: 7,837-26,282 (+)
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MGV-GENOME-0257047:7,774-26,311 (+)

MGV-GENOME-0273488:7,750-26,256 (+)
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13 14
[ O, O, O S i — e —— Gl gy W W WV,
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IMGVR_UViG_3300045988_166529|3300045988|Ga0495776_128367:7,098-26,362 (+)

RuvC-like Holliday junction resolvase (CDS_0023)
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IMGVR_UViG_3300045988_158560|3300045988|Ga0495776_087403:5,502-22,916 (+)
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DNA, RNA and nucleotide metabolism tail unknown function
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