
MGV-GENOME-0272166: 31,892-40,701 (+)

35 36 37 38 39 40 41 42 43 44 45 46 47 48 49
endolysin (CDS_0050)

51

MGV-GENOME-0271473: 31,881-40,570 (+)

43 44 45

MGV-GENOME-0273488: 31,891-40,947 (+)

42 43 44 45

uvig_47803: 31,425-40,436 (+)

37 38 39 40

IMGVR_UViG_3300045988_167314|3300045988|Ga0495776_007557: 31,881-40,570 (+)

43 44 45

IMGVR_UViG_3300045988_166109|3300045988|Ga0495776_005667: 31,010-39,602 (+)

34 40 41 42

MGV-GENOME-0200659: 19,707-28,078 (+)

30 36 37 38

uvig_114524: 14,449-22,820 (+)

31 32 33

IMGVR_UViG_3300045988_156998|3300045988|Ga0495776_005668: 31,223-39,605 (+)

40 41 42

MGV-GENOME-0266765: 31,314-39,654 (+)

40 41 42

IMGVR_UViG_3300045988_166250|3300045988|Ga0495776_007588: 31,633-40,633 (+)

40 41 42 43 44 45

MGV-GENOME-0267377: 31,250-39,776 (+)

39 40 41

uvig_52914: 28,566-36,649 (+)

36 37 38 39

IMGVR_UViG_3300045988_160725|3300045988|Ga0495776_113538: 31,391-40,713 (+)

40 41 42 43 44 45 46

uvig_537069: 31,287-40,530 (+)

39 40 41 42 43 44

IMGVR_UViG_3300045988_160707|3300045988|Ga0495776_008271: 31,792-41,160 (+)

41 42 43 44 45 46 47 48

IMGVR_UViG_3300045988_167101|3300045988|Ga0495776_018227: 31,160-40,139 (+)

40 41 42 43 44 45

MGV-GENOME-0272545: 31,579-40,774 (+)

39 40 41 42 43 44 45

uvig_537842: 31,165-40,310 (+)

38 39 40 41 42 43

MGV-GENOME-0272045: 31,190-40,682 (+)

39 40 41 42 43 44 45 46

MGV-GENOME-0270260: 31,102-40,319 (+)

39 40 41 42 43 44 45

MGV-GENOME-0273687: 31,724-40,985 (+)

41 42 43 44 45

IMGVR_UViG_3300045988_158525|3300045988|Ga0495776_028840: 31,394-40,367 (+)

40 41 42 43 44 45

MGV-GENOME-4418149: 32,483-41,408 (+)

42 43 44 45

IMGVR_UViG_3300045988_153886|3300045988|Ga0495776_007993: 31,761-40,719 (+)

41 42 43 44

MGV-GENOME-0266514: 31,010-39,602 (+)

40 41 42

MGV-GENOME-0267488: 30,963-39,800 (+)

39 40 41 42

MGV-GENOME-0248343: 27,628-36,464 (+)

35 36 37 38 42

IMGVR_UViG_3300045988_161183|3300045988|Ga0495776_007517: 31,777-40,484 (+)

39 40 41 42

OTU_1946: 32,872-41,255 (+)

39 40 41

uvig_98156: 31,382-40,069 (+)

39 40 41 42 43 44

IMGVR_UViG_3300045988_159442|3300045988|Ga0495776_007489: 31,067-40,402 (+)

40 41 42 43

OTU_2099: 31,517-40,582 (+)

40 41 42

MGV-GENOME-0270445: 31,907-40,356 (+)

40 41

uvig_96971: 22,142-30,603 (+)

37 38

IMGVR_UViG_3300045988_163099|3300045988|Ga0495776_071679: 31,349-40,102 (+)

40 41 42 43 44

MGV-GENOME-0269631: 31,405-40,200 (+)

40 41 42 43

uvig_503455: 31,349-40,200 (+)

40 41 42

IMGVR_UViG_3300000275_000020|3300000275|EM148_1001544: 29,396-38,541 (+)

30 36 37 38 39 40 41

MGV-GENOME-0276249: 32,046-41,474 (+)

41 42 43 44 45

IMGVR_UViG_3300045988_167417|3300045988|Ga0495776_002115: 32,722-42,034 (+)

40 41 42 43 44

MGV-GENOME-0278339: 32,225-41,905 (+)

41 42 43 44 45 46

uvig_338284: 31,560-40,512 (+)

42 43 44 45

uvig_485950: 32,334-41,848 (+)

43 44 45 46 47 48 49

MGV-GENOME-0269398: 31,160-40,155 (+)

40 41 42 43 44 45

IMGVR_UViG_3300029621_000026|3300029621|Ga0245126_1000881: 31,404-40,891 (+)

4041 42 43 44 45 46 47 48

uvig_184730: 31,459-40,847 (+)

4142 43 44 45 46 47

MGV-GENOME-0277166: 32,271-41,661 (+)

42 43 44 45 46 47

IMGVR_UViG_3300045988_170040|3300045988|Ga0495776_008082: 31,449-40,884 (+)

35 41 42 43 44 45 46

MGV-GENOME-0227626: 23,506-32,859 (+)

25 26 27 28 29 30

IMGVR_UViG_3300029082_000006|3300029082|Ga0169230_100158: 32,052-40,940 (+)

41 42 43 44

uvig_15087: 21,238-30,238 (+)

40 41 42 43 44

IMGVR_UViG_3300045988_166146|3300045988|Ga0495776_071637: 31,080-40,088 (+)

40 41 42 43

uvig_24190: 32,768-41,792 (+)

35 41 42 43 44

uvig_272560: 30,961-40,543 (+)

39 40 41 42 43

MGV-GENOME-0273353: 31,508-40,923 (+)

39 40 41 42 43 44 45

uvig_274412: 30,404-39,831 (+)

38 39 40 41 42 43 44

uvig_208992: 30,187-39,733 (+)

39 40 41 42 43 44

IMGVR_UViG_3300045988_155348|3300045988|Ga0495776_027082: 31,024-40,053 (+)

39 40 41 42 43

uvig_403749: 31,330-40,259 (+)

39 40 41 42 43

IMGVR_UViG_3300029254_000013|3300029254|Ga0168700_1000537: 31,926-40,493 (+)

39 40 41

uvig_283709: 14,845-23,679 (+)

32 33 34 35

IMGVR_UViG_3300045988_165930|3300045988|Ga0495776_111416: 31,169-39,934 (+)

36 37 38 39 40

IMGVR_UViG_3300045988_168617|3300045988|Ga0495776_025136: 32,441-41,133 (+)

43 44 45

MGV-GENOME-0273487: 31,504-40,947 (+)

41 42 43 44 45 46

MGV-GENOME-0271366: 31,273-40,491 (+)

37 38 39 40 41

uvig_248236: 31,514-40,702 (+)

41 42 43 44 45

uvig_270006: 31,053-40,591 (+)

39 40 41 42 43 44

MGV-GENOME-0270450: 31,443-40,358 (+)

38 39 40 41 42 43

IMGVR_UViG_3300045988_166064|3300045988|Ga0495776_025044: 31,969-41,098 (+)

40 41 42 43 44 45

uvig_300503: 31,191-40,706 (+)

43 44 45 46 47 48

IMGVR_UViG_3300045988_158936|3300045988|Ga0495776_029332: 30,820-40,592 (+)

39 40 41 42 43 44 45 46

IMGVR_UViG_3300045988_160148|3300045988|Ga0495776_007536: 30,622-40,515 (+)

39 40 41 42 43 44 45 46

IMGVR_UViG_3300045988_161040|3300045988|Ga0495776_008160: 31,083-40,993 (+)

39 40 41 42 43 44 45 46

IMGVR_UViG_3300045988_160930|3300045988|Ga0495776_007474: 31,054-40,367 (+)

40 41 42 43 44

MGV-GENOME-4416917: 31,055-40,243 (+)

40 41 42 43 44

IMGVR_UViG_3300045988_154865|3300045988|Ga0495776_027104: 31,055-40,243 (+)

40 41 42 43 44

MGV-GENOME-0270455: 31,504-40,361 (+)

38 39 40

uvig_49224_: 30,261-38,874 (+)

31 38 39

IMGVR_UViG_3300045988_158356|3300045988|Ga0495776_026992: 30,247-38,915 (+)

37 38 39

uvig_177459: 31,210-40,674 (+)

41 42 43 44 45

OTU_2117: 30,923-40,496 (+)

37 38 39 40 41 42 43 44

uvig_122066: 30,481-39,780 (+)

39 40 41 42 43

IMGVR_UViG_3300045988_173355|3300045988|Ga0495776_007171: 30,753-40,296 (+)

37 38 39 40 41 42

uvig_126254: 31,926-40,471 (+); 1-1,581 (+)

139 40 41 43 44

IMGVR_UViG_3300045988_169321|3300045988|Ga0495776_005612: 31,049-39,520 (+); 1-1,581 (+)

38 39 40 43

IMGVR_UViG_7000000317_000021|7000000317|SRS014459_WUGC_scaffold_14855: 36,002-41,066 (+)

41 42 43 44 48

uvig_522210: 31,925-36,270 (+)

37

IMGVR_UViG_3300045988_156360|3300045988|Ga0495776_084135: 29,051-37,685 (+)

30 35 36

IMGVR_UViG_3300045988_156880|3300045988|Ga0495776_127151: 28,752-36,698 (+)

33 34

IMGVR_UViG_3300030124_000076|3300030124|Ga0238575_10016: 27,888-36,989 (+)

28 29 30 36

MGV-GENOME-0246522: 30,206-36,174 (+)

37

4000 nt

lysis unknown function


