DNA polymerase/primase (CDS_0044)

acetyltransferase (CDS_0024) transfer-messenger RNA SsrA
Clumping factor (VFO004) (CDS_0023) PD-T4-9_C_WP_167919057.1 (CDS_0031) DNA helicase (CDS_0043) integrase (CDS_0050)
VWhbp (VF0420) (CDS_0021) spore coat protein (CDS_0036) 41 47 nuclease (CDS_0052)
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TemPhD_cluster_56913:14,308-42,317 (+)
DNA polymerase/primase (CDS_0042)
PD-T4-9_C_WP_167919057.1 (CDS_0029) DNA helicase (CDS_O641)
spore coat protein (CDS_0034) 39
26 27 28 3031 3233 [ 3536 37 38 [40 43 44 45
TemPhD_cluster_56955: 14,105-41,856 (+)
Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0027) DNA polymerase/primase (CDS_0041)
TSST-1 (VF0022) (CDS_0030) DNA primase (CDS_0640)
SE (VF0020) (CDS_0028) spore coat protein (CDS_0033) ~ 38
26 | 29 | 3132343536 37 [39 4243 44

I
TemPhD_cluster_56822:14,105-42,702 (+)
enterotoxin type A/ spel (CDS_0027)

enterotoxin tyaé A/ spelL (CDS_0028) DNA polymerase/primase (CDS_0042)
SE (VFO020) (CDS_0029) spore coat protein (CDS_0034) DNA helicase (CDS_0041) 45
Emp (VF0998) (CDS_0020) AbiD_ AbiD (CDS_0031) 39 44
22 Clumping factor (VFO004) (CDS_0023) 30 32 33 | 3536 37 38 |40 437| 47 48
I I I — I - G
TemPhD_cluster_57221:12,786-41,509 (+)
Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0027)
spore coat protein (CDS_0034)
TSST-1 (VF0022) (CDS_0030) DNA helicase (CDS_0041)
SE (VF0020) (CDS_0028) 32 43
26 | 29 31733 ‘ 3536 37 3839 40 42744 47
TemPhD_cluster_57163: 14,119-42,051 (+)
Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0033)
spore coat protein (CDS_0026)
TSST-1(VF0022) (CDS_0030) DNA helicase (CDS_0019)
SE (VF0020) (CDS_0032) 28 17
34 | 31 29]27 | 2524 23 2221 20 18716
TemPhD_cluster_58521:9,053-36,985 (-)
DNA polymerase/primase (CDS_0040)
DNA helicase (CDS_0041)
PD-T4-9_C_WP_167919057.1 (CDS_0030) 43
26 27 28 29 [3132 3334 353637 3839 4244
c ¢ KKK D —D &« H-addH I Ed—EEHEEEEHEH
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TemPhD_cluster_46204: 14,339-42,295 (+)
DNA helicase (CDS_0027)
spore coat protein (CDS_0034) 24
40 3938 37 3635 | 3332 31 3029 28 2625] 23
TemPhD_cluster_57021: 17,913-45,034 (-)
Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0027) DNA helicase (CDS_0041)
SE (VF0020) (CDS_0028) spore coat protein (CDS_0034) 44
26 | 29 30 31 3233 [ 3536 37 3839 40 4243745
TemPhD_cluster_56981: 14,064-42,940 (+)
Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0034) DNA helicase (CDS_0020)
SE (VF0020) (CDS_0033) spore coat protein (CDS_0027) 17
35 \ 32 31 30 2928 [ 262524 2322 21 19 18116
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TemPhD_cluster_58252:8,950-37,826 (-)
DNA polymerase/primase (CDS_0039)
DNA helicase (CDS_0040)

spore coat protein (CDS_0033) 43
26 27 28 29 30 3132 | 3435 36 3738 414244
TemPhD_cluster_45987:14,416-42,577 (+)
14 13 8
KOO K
TemPhD_cluster_58325:8,704-15,633 (-)
spore coat protein (CDS_0029)
SE (VF0020) (CDS_0032) DNA primase (CDS_0025)
AbiD__AbiD (CDS_0030) 23
34 33 31 | 28 2726 24[22 20 18
N — — _-— -
TemPhD_cluster_57277:16,404-42,968 (-)
spore coat protein (CDS_0032)
SE (VF0020) (CDS_0029) DNA primase (CDS_0036)
AbiD_AbiD (CDS_0031) 38
27 28 30 | 33 3435 3739
e T —————————— — I _— -
TemPhD_cluster_58789: 14,506-41,070 (+)
spore coat protein (CDS_0030)
SE (VF0020) (CDS_0027) DNA primase (CDS_0034)
AbiD__AbiD (CDS_0029) 36
26 28 | 31 3233 3537
I — I —_— -
TemPhD_cluster_47481_:14,474-39,745 (+)
DNA primase (CDS_0019)
spore coat protein (CDS_0023) 17
31 26 25 24 | 22 2120 18716
c K HKH{HO—1H—@&K
K B
TemPhD_cluster_28986:8,983-34,292 (-)
DNA primase (CDS_0019)
spore coat protein (CDS_0023) 17
26 25 24 | 22 2120 18] 16
c < KO H—a&K
K< B

TemPhD_cluster_28984:8,983-34,292 (-)
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