PRK10026.1-PRK PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (CDS_0003)
ClpP (VF0074) (CDS_0057) Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0064)
Streptococcal plasmin receptor/GAPDH (VF1042) (CDS_0053) tRNA-Arg(CCG) ribonucleotide reductase large subunit (CDS_0061)
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TemPhD_cluster_56610:43,627-62,738 (+); 1-3,532 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0002)
ClpP (VF0074) (CDS_0009) ribonucleotide reductase large subunit (CDS_0005)
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TemPhD_cluster_56731:1-19,001 (-); 57,871-61,349 (-)

ClpP (VF0074) (CDS_0062)
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TemPhD_cluster_56822:45,359-60,575 (+); 1-3,183 (+)

ClpP (VF0074) (CDS_0004)
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TemPhD_cluster_57211:1-15,448 (-); 54,503-57,724 (-)
PRK10026.1-PRK PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NFOO7456.1) (CDS_0059)
MGA_1142/0smC (VF0885) (CDS_0055)
56 | 54

S — — —
TemPhD_cluster_58323:1-4,003 (-); 46,489-51,914 (-)
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