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DNA topoisomerase (CDS_0022)
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DNA methyltransferase (CDS_0021)
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DNA polymerase exonuclease subunit (CDS_0020)
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HNH endonuclease tail length tape measure protein (CDS_0016)
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DNA polymerase exonuclease subunit (CDS_0022)
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HNH endonuclease (CDS_0008)
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MGV-GENOME-0196295:6,031-24,129 (+)
7000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision other tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
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