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22
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DNA polymerase exonuclease subunit (CDS_0020)
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HEase_00016 homing (CDS_0023)
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uvig_212955: 7,746-14,982 (+)
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uvig_548167: 8,331-14,809 (+)

HNH endonuclease tail length tape measure protein (CDS_0016)

uvig_70501: 7,200-17,146 (+)

tail length tape measure protein (CDS_0014)
MTase_II_00164 Type (CDS_0015)
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HEase_00016 homing (CDS_0018)
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uvig_140134: 8,525-27,006 (+)
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DNA polymerase exonuclease subunit (CDS_0022)
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0023)

24 25 26

MGV-GENOME-0217420: 8,686-27,552 (+)
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MGV-GENOME-0215676: 8,545-27,592 (+)
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protease (CDS_0018)
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MGV-GENOME-0196295: 6,031-24,129 (+)

virion structural protein (CDS_0007)
HNH endonuclease (CDS_0008)

tail protein (CDS_0010) tail length tape measure protein (CDS_0014) 15 16 17 18 19
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DNA, RNA and nucleotide metabolism head and packaging integration and excision other tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


