holin (CDS_0020)
virion structural protein  icity0040 RT (CDS_0018) transcriptional regulator (CDS_0027)
16 17 19 21 amidase (CDS_0022) 23 24 25 26 28 2930 31
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MGV-GENOME-0217038: 13,629-22,247 (+)

N
<]

21 amidase (CDS_0022) 23 24

|
|
\
N

MGV-GENOME-0211544: 13,629-22,483 (+)
21 amidase (CDS_0022) 23 24

|
|
!
]
|
|

IMGVR_UViG_3300045988_142476|3300045988|Ga0495776_115698: 13,629-22,260 (+)

amidase (CDS_0022)
21 23

|
|
!
|
|

" . E—
IMGVR_UViG_3300029251_000462|3300029251|Ga0167475_100785[1519-31554:13,629-21,578 (+)

21 amidase (CDS 0022) 23 24 25 26

IMGVR_UViG_3300029251_000248|3300029251|Ga0167475_100785: 13,629-23,335 (+)
amidase (CDS_0022)
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IMGVR_UViG_3300045988 138846|3300045988\GaO495776 166514:13,646-23,071 (+)
amidase (CDS_0022)
21 23 24

IMGVR_UViG_3300045988_151058|3300045988|Ga0495776_175333: 13,629-22,218 (+)
21 22

IMGVR_UViG_3300045988_142929|3300045988|Ga0495776_120294:13,629-21,305 (+)

transposase (CDS_0021)
22 23 24

N
w
N
o
N
~N

|

|

\
|

T —— BB ]
SAMEA2580216_al _ct4281:13,647-25,801 (+)

DnaD-like helicase loader (CDS_0028)
24 29 30 31 32

i

IMGVR_UViG_3300039331_000297|3300039331|Ga0169804_00503|4247-33334: 15,378-22,425 (+)

i

MGV-GENOME-0237035:14,593-21 337( )
4000 nt !
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis transcription regulation unknown function defence (PADLOC)
—




