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uvig_157006: 1-14,185 (+)
ADP-ribosylglycohydrolase (CDS_0007)
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ParB-like partition protein (CDS_0002)
DS-15_ DS-15A (CDS_0001)

lytic tail protein (CDS_0004)

3 5 6
) ——— [ ————— |
uvig_118618:1-9,188 (+)
4 5 6 7 8 9 10 AL —3 14 15
e I E— ——§ ——F —— I ———— — 1 ——— ]

I —
uvig 109107:1-20,620 (+)

9000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder) defence (PADLOC)
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