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uvig 43174:46,871-56,970 (+)
52 54
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MGV-GENOME-0329263:38,809-47,168 (+)
58 59 60 62

S E—
MGV-GENOME-0367465:44,253-55,769 (+)
58

!Bij_(;@_g !
MGV-GENOME-0368103: 44,253-55,769 (+)

49 50 54 56
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MGV-GENOME-0337309: 38,747-48,848 (+)
44 47 52
| 1 1 & N 8 /| !
MGV-GENOME-0336466: 38,353-49,503 (+)

47 48 54 55

I

— 1t 1 _
MGV-GENOME-0336232:38,460-49,821 (+)

54 55 56 57 58 61
S K &g D
MGV-GENOME-0338721:40,743-51,730 (+)

54
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MGV-GENOME-0332949:36,846-47,843 (+)
60 65
N 1§ !

I N E—
uvig 201037:45,987-57,148 (+)

N B
uvig_117904:40,093-49,907 (+)
59

S S S S E—
MGV-GENOME-0339261:42,166-52,129 (+)

- EEEEE— E—
MGV-GENOME-0372246:40,227-51,719 (+)

I
uvig 453617:65,812-76,747 (+)

55 59
S S S — !
MGV-GENOME-0338811:42,256-52,303 (+)

54
— !

I N S L e e s —
MGV-GENOME-0358171:40,047-50,681 (+)
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