
MGV-GENOME-0339261: 27,294-39,484 (+)

27

pre-neck appendage protein (CDS_0028)

holin (CDS_0029)
30

endolysin (CDS_0031)

3233

MazEF__MazF (CDS_0034)

35 36

transcriptional repressor (CDS_0037)

anti-repressor Ant (CDS_0038)

39 40
41

42 43 44 45

uvig_117904: 27,720-38,306 (+)

31 32
anti-repressor Ant (CDS_0033)

34 35

MGV-GENOME-0332949: 27,147-34,704 (+)

31 33 38

MGV-GENOME-0339313: 28,127-39,726 (+)

33 34
35
36

holin (CDS_0037)
endolysin (CDS_0038)

39 40 41

MGV-GENOME-0336466: 28,127-37,536 (+)

33 34 35 36

MGV-GENOME-0368103: 29,897-41,570 (+)

36
37

38 39 40 41 42

MGV-GENOME-0336232: 26,307-37,435 (+)

31 32 33 34 35 36

MGV-GENOME-0345821: 29,179-45,125 (+)

35
36

3738

MazEF__MazF (CDS_0039)

40
anti-repressor Ant (CDS_0041)

42 43 44 45

uvig_201037: 29,179-43,329 (+)

35 36
MazEF__MazF (CDS_0037)

38

anti-repressor Ant (CDS_0039)

40 41 42 43

MGV-GENOME-0338811: 26,333-39,591 (+)

31
MazEF__MazF (CDS_0032)

33

anti-repressor Ant (CDS_0034)

35 36 37 38 39

MGV-GENOME-0337309: 27,988-37,293 (+)

34 35 36 37

MGV-GENOME-0340868: 27,147-39,843 (+)

33
MazEF__MazF (CDS_0034)

35

anti-repressor Ant (CDS_0036)

37 38 39 40

MGV-GENOME-0338721: 27,155-38,070 (+)

33 34
35

36 37 38

MGV-GENOME-0358353: 29,356-47,182 (+)

36
37

38
39

40 41 42
tRNA-Gln(TTG)

43

MazEF__MazF (CDS_0044)

45
anti-repressor (CDS_0046)

47 48 49 50

uvig_43174: 29,356-45,831 (+)

36
37

38

39 40 41 42

MazEF__MazF (CDS_0043)

44
anti-repressor (CDS_0045)

46 47 48 49

MGV-GENOME-0344318: 28,127-44,811 (+)

33 34
35

36 37 38 39
MazEF__MazF (CDS_0040)

41

anti-repressor Ant (CDS_0042)

43 44 45

MGV-GENOME-0342373: 26,877-43,544 (+)

32 33
34

35 36 37 38
MazEF__MazF (CDS_0039)

40

anti-repressor Ant (CDS_0041)

42 43 44

MGV-GENOME-0344013: 26,877-42,733 (+)

32 33
34

35 36 37
MazEF__MazF (CDS_0038)

39

anti-repressor Ant (CDS_0040)

41 42 43

uvig_77004: 26,877-45,378 (+)

32 33
34

35 36
holin (CDS_0037)

38 39

MazEF__MazF (CDS_0040)

41
anti-repressor Ant (CDS_0042)

43 44 45

uvig_453617: 28,357-63,660 (+)

33
34
35

36
37

3839
40

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0041)

42 DNA helicase (CDS_0043) 44 45 46

DnaC-like helicase loader (CDS_0047)

48
acetyltransferase (CDS_0049)

50 51 52 53 54

vanY_AFMPt-NCBIFAM VanY-A/VanY-F/VanY-M family D-Ala-D-Ala carboxypeptidase (NF000472.1) (CDS_0055)

56
ShosTA__ShosA (CDS_0057)

58

10000 nt

DNA, RNA and nucleotide metabolism connector lysis other transcription regulation unknown function defence (DefenseFinder) AMR (AMRFinderPlus) tRNA pseudogene


