
MGV-GENOME-0274595: 9,507-28,811 (+)

13 14 15
minor tail protein (CDS_0016)

minor tail protein (CDS_0017)

central tail fiber J (CDS_0018)
tail protein (CDS_0019)

20 21 22 23
tRNA-Leu(TAG)

24

PDC-S13_WP_097300085.1 (CDS_0025)
transcriptional repressor (CDS_0026)

retron_type_VI_hth_cluster2_1 (CDS_0027)

28
29

30
31 32

MGV-GENOME-0265842: 9,507-27,143 (+)

central tail fiber J (CDS_0018)
tail protein (CDS_0019)

20 21 22

PDC-S13_WP_097300085.1 (CDS_0023)
transcriptional repressor (CDS_0024)

retron_type_VI_hth_cluster2_1 (CDS_0025)

MGV-GENOME-0287476: 9,507-27,344 (+)

central tail fiber J (CDS_0018)
tail protein (CDS_0019)

20

transposase (CDS_0021)

22 23

PDC-S13_WP_097300085.1 (CDS_0024)
transcriptional repressor (CDS_0025)

retron_type_VI_hth_cluster2_1 (CDS_0026)

MGV-GENOME-0259246: 9,507-25,971 (+)

central tail fiber J (CDS_0018)
tail protein (CDS_0019)

20 21

PDC-S13_WP_097300085.1 (CDS_0022)
transcriptional repressor (CDS_0023)

retron_type_VI_hth_cluster2_1 (CDS_0024)

MGV-GENOME-0247451: 9,507-23,979 (+)

central tail fiber J (CDS_0018) 19
transcriptional repressor (CDS_0020)

retron_type_VI_hth_cluster2_1 (CDS_0021)

MGV-GENOME-0267149: 9,506-24,940 (+)

central tail fiber J (CDS_0018)
transposase (CDS_0019)

20 21

PDC-S13_WP_097300085.1 (CDS_0022)
transcriptional repressor (CDS_0023)

retron_type_VI_hth_cluster2_1 (CDS_0024)

MGV-GENOME-0247021: 9,512-24,132 (+)

central tail fiber J (CDS_0018)

PDC-S19_WP_106843225.1 (CDS_0019)

20

PDC-S13_WP_097300085.1 (CDS_0021)

transcriptional repressor (CDS_0022)
retron_type_VI_hth_cluster2_1 (CDS_0023)

MGV-GENOME-0236261: 9,507-22,541 (+)

central tail fiber J (CDS_0018) 19 24

MGV-GENOME-0306628: 9,507-36,412 (+)

central tail fiber J (CDS_0018)
tail protein (CDS_0019)

20 21 22 23 24
25

26 27 28 29

excisionase (CDS_0030)
integrase (CDS_0031)

32 33 34

PDC-S13_WP_097300085.1 (CDS_0035)

transcriptional repressor (CDS_0036)
retron_type_VI_hth_cluster2_1 (CDS_0037)

IMGVR_UViG_3300029374_000365|3300029374|Ga0243945_1000271|1-45554: 9,507-33,214 (+)

central tail fiber J (CDS_0018)
tail protein (CDS_0019)

20

tail protein (CDS_0021)

22 23 24
25

26 27 28 29 30
excisionase (CDS_0031)

32

PDC-S13_WP_097300085.1 (CDS_0033)
transcriptional repressor (CDS_0034)

retron_type_VI_hth_cluster2_1 (CDS_0035)

MGV-GENOME-0289761: 9,510-27,690 (+)

central tail fiber J (CDS_0018)
tail protein (CDS_0019)

20

PDC-S05_WP_110807286.1 (CDS_0021)

22 23 24
25

metallo-protease (CDS_0026)
transcriptional regulator (CDS_0027)

28

MGV-GENOME-0242858: 9,507-23,291 (+)

central tail fiber J (CDS_0018)
tail protein (CDS_0019)

20

MGV-GENOME-0279382: 9,130-29,796 (+)

12 17
central tail fiber J (CDS_0018)

tail protein (CDS_0019)

20 21
tail protein (CDS_0022)

PDC-S05_WP_110807286.1 (CDS_0023)

24 25

metallo-protease (CDS_0026)
transcriptional regulator (CDS_0027)

Retron_VI__HTH (CDS_0028)

MGV-GENOME-0268682: 9,510-27,707 (+)

central tail fiber J (CDS_0018)
tail protein (CDS_0019)

tail protein (CDS_0020)
PDC-S05_WP_110807286.1 (CDS_0021)

22 23 24
transcriptional regulator (CDS_0025)

Retron_VI__HTH (CDS_0026)

uvig_236086: 9,524-42,945 (+)

central tail fiber J (CDS_0018) 19 20 21 22 23 24 25 26 27 28 29 30
DNA methyltransferase (CDS_0031)

32

PDC-S05_WP_110807286.1 (CDS_0033)

34 35 36

transcriptional repressor (CDS_0037)

retron_type_VI_hth_cluster2_1 (CDS_0038)

SAMN00998693_a1_ct29748_vs1: 9,596-34,289 (+)

central tail fiber J (CDS_0018) 19 2021 22 23 24 25
26

27 28 29

excisionase (CDS_0030)
integrase (CDS_0031)

32

PDC-S13_WP_097300085.1 (CDS_0033)
transcriptional repressor (CDS_0034)

35

MGV-GENOME-0246817: 9,107-24,919 (+)

central tail fiber J (CDS_0017) 18
19

20 21 22 26

PDC-S47_WP_148603747.1 (CDS_0027)

29

10000 nt

integration and excision other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) tRNA


