
MGV-GENOME-0364128: 15,962-19,729 (+)
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NinI-like serine-threonine phosphatase (CDS_0034)
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MGV-GENOME-0357679: 5,642-9,409 (+)
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MGV-GENOME-0347850: 8,635-14,322 (+)
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oMTase_00015 orphan (CDS_0026)

27 GTP-binding domain (CDS_0028)

MGV-GENOME-0363654: 8,073-12,001 (+)
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MGV-GENOME-0355707: 3,887-7,815 (+)
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MGV-GENOME-0368695: 10,005-13,936 (+)
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uvig_159974: 63,533-67,464 (-)
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uvig_45755_: 2-3,865 (+)
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MGV-GENOME-0364056: 7,794-11,500 (+)

17 18 19

uvig_119628: 4,253-7,942 (+)
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MGV-GENOME-0344977: 59,279-62,968 (-)

91949596

uvig_159796: 6,698-10,387 (+)

15 16 17

MGV-GENOME-0361563: 1-9,657 (+)

1 2 3 integrase (CDS_0004) 5 6 7 8 9 10 phosphatase

MGV-GENOME-0349596: 62,578-76,814 (-)
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Arc-like repressor (CDS_0118)

5000 nt

integration and excision other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


