
MGV-GENOME-0368695: 11,656-17,077 (+)

27 28

NinI-like serine-threonine phosphatase (CDS_0029)

30 31
DarTG__DarG (CDS_0032)

33

DNA methyltransferase (CDS_0034)

35 36
GTP-binding domain (CDS_0037)

38 39 transposase (CDS_0040)

uvig_159974: 60,243-65,813 (-)

99DNA methyltransferase (CDS_0100)

MGV-GENOME-0358947: 10,404-16,742 (+)

oMTase_00015 orphan (CDS_0027) 28 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0032)

MGV-GENOME-0363654: 9,724-15,294 (+)

23 oMTase_00015 orphan (CDS_0027) 28

uvig_45755_: 1,128-6,585 (+)

4 DNA methyltransferase (CDS_0010) 11

uvig_75593: 50-3,673 (+)

DNA methylase (CDS_0003) 4

uvig_512871: 50-3,822 (+)

DNA methylase (CDS_0003) 4

uvig_205071: 83,269-87,041 (-)

132oMTase_00015 orphan (CDS_0133)

2000 nt

DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (DefenseFinder) defence (PADLOC)


