
uvig_135623: 26,469-35,919 (+)

drt-UG26 DRT (CDS_0030)
31

amidase (CDS_0032)

33 34 35 36
tRNA-Met(CAT)

37
38

3940 41
42

43 44 exonuclease (CDS_0045)

uvig_77988: 23,079-31,415 (+)

22 27 28 29 30
31

32

uvig_475331: 28,174-37,604 (+)

35 36 38 39 40 41
42

43

uvig_366727: 23,414-32,451 (+)

28 29 30 31 32

uvig_132696: 29,406-39,427 (+)

38 39 40 41

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0042)
43

44

uvig_477530: 23,340-34,227 (+)

26 27 28 29 30

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0031)
32

33

uvig_575870: 23,337-30,269 (+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0027)
28

29

MGV-GENOME-0278028: 23,447-29,685 (+)

26
27

28

IMGVR_UViG_3300045988_068921|3300045988|Ga0495776_173424: 23,353-29,475 (+)

27
28

29

MGV-GENOME-0298920: 27,575-34,433 (+)

34
35

36

MGV-GENOME-0302784: 28,976-35,988 (+)

36 37 38

IMGVR_UViG_3300045988_096423|3300045988|Ga0495776_161587: 29,662-36,331 (+)

39
40

41

uvig_344200: 27,575-34,680 (+)

34 35
36

37

IMGVR_UViG_3300045988_093999|3300045988|Ga0495776_029534: 28,250-35,117 (+)

35
36

37

IMGVR_UViG_3300045988_073690|3300045988|Ga0495776_028957: 23,079-29,453 (+)

27

28
29

30

IMGVR_UViG_3300045988_075696|3300045988|Ga0495776_109812: 23,146-29,636 (+)

26
27

28
29

IMGVR_UViG_3300045988_061412|3300045988|Ga0495776_112760: 23,390-30,413 (+)

26 27
28

29

MGV-GENOME-0323630: 28,148-34,665 (+)

3435
36

37

MGV-GENOME-0300843: 28,977-35,382 (+)

3738
39

40

IMGVR_UViG_3300045988_099377|3300045988|Ga0495776_029822: 29,051-35,495 (+)

3738 39

IMGVR_UViG_3300045988_088089|3300045988|Ga0495776_098036: 27,604-34,040 (+)

34
35

36

37

IMGVR_UViG_3300029215_000201|3300029215|Ga0167476_100285|12819-59706: 27,430-34,762 (+)

36 37 38
39

40

IMGVR_UViG_3300045988_107909|3300045988|Ga0495776_098677: 23,358-33,762 (+)

27 28

UDP-glucose dehydrogenase (CDS_0029)

30
31

32

IMGVR_UViG_3300045988_140394|3300045988|Ga0495776_137896: 23,358-32,987 (+)

27 28 29
30

31

IMGVR_UViG_3300045988_092496|3300045988|Ga0495776_161572: 27,003-33,376 (+)

35 36 38

uvig_174780: 21,910-28,890 (+)

26 27 30 31

uvig_174866: 29,543-37,214 (+)

40

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0041)
42

43

uvig_556344: 23,336-29,724 (+)

26
27

28

uvig_566425: 23,343-29,584 (+)

27 28

IMGVR_UViG_3300045988_098230|3300045988|Ga0495776_185203: 29,613-36,243 (+)

39 40 43

IMGVR_UViG_3300045988_058743|3300045988|Ga0495776_146564: 22,983-31,808 (+)

27 28 29 30 31

MGV-GENOME-4427936: 22,983-31,808 (+)

27 28 29 30 31

IMGVR_UViG_3300045988_080538|3300045988|Ga0495776_148192: 27,719-33,993 (+)

34 35

uvig_237680: 23,413-29,895 (+)

27
28

2930

IMGVR_UViG_3300045988_103340|3300045988|Ga0495776_098603: 26,469-34,146 (+)

35
36

3738

IMGVR_UViG_3300045988_058759|3300045988|Ga0495776_028132: 23,413-29,895 (+)

27
28

2930

IMGVR_UViG_3300045988_103144|3300045988|Ga0495776_015339: 26,624-34,121 (+)

36
3738

MGV-GENOME-0303910: 28,556-36,636 (+)

40
41

4243

IMGVR_UViG_3300045988_068913|3300045988|Ga0495776_157994: 21,590-29,417 (+)

25
2627

IMGVR_UViG_3300023490_000233|3300023490|Ga0257053_100046|96559-144665: 28,410-36,098 (+)

38 39

IMGVR_UViG_3300045988_089683|3300045988|Ga0495776_096977: 28,556-36,576 (+)

40
41 42

IMGVR_UViG_3300029795_000006|3300029795|Ga0243742_1000730: 27,593-35,858 (+)

36 37
38

39

uvig_484677: 26,614-34,798 (+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0034)
3536

uvig_301178: 27,658-37,301 (+)

37 38 39
40

4142

IMGVR_UViG_3300029435_000132|3300029435|Ga0243745_1000465: 27,593-37,082 (+)

36 37
Michele_1A_hits_grouped (CDS_0038)

3940

IMGVR_UViG_3300029788_000007|3300029788|Ga0243743_1000437|1-49586: 27,593-37,577 (+)

36 37 38 39 4041

uvig_442046_: 27,593-37,352 (+)

36 37 38 39 40

IMGVR_UViG_3300045988_093560|3300045988|Ga0495776_068842|1-49668: 28,556-38,474 (+)

40 41 42
43

4445

IMGVR_UViG_3300029445_000188|3300029445|Ga0243741_1000710|1-50699: 27,593-38,690 (+)

36 37 38 39
FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0040)

4142

MGV-GENOME-0310756: 28,556-38,977 (+)

40 41 42 43
44

4546

uvig_559992: 21,343-29,904 (+)

21 22 23
28

2930

MGV-GENOME-0351890: 23,128-31,687 (+)

27 28 29 30 31

MGV-GENOME-0277639: 22,983-29,890 (+)

27
28

29 30

IMGVR_UViG_3300045988_062540|3300045988|Ga0495776_070587: 22,998-29,769 (+)

27 28 29

IMGVR_UViG_3300045988_065337|3300045988|Ga0495776_187571: 22,999-29,624 (+)

26 27 28

IMGVR_UViG_3300045988_064139|3300045988|Ga0495776_187559: 22,983-29,614 (+)

27 28 29

uvig_284122: 28,720-36,150 (+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0039)
40 41

uvig_439685: 21,144-29,744 (+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0026)
27 28

uvig_503324: 21,549-29,988 (+)

27 28

IMGVR_UViG_3300045988_064723|3300045988|Ga0495776_161284: 21,144-28,877 (+)

26 27

IMGVR_UViG_3300045988_073666|3300045988|Ga0495776_027692: 21,563-30,103 (+)

2627 28 29

MGV-GENOME-0278266: 21,563-29,912 (+)

26 27 28

IMGVR_UViG_3300030381_000145|3300030381|Ga0167499_1000514|1-44763: 23,015-31,787 (+)

26 27 28 29 30 31

uvig_439595: 22,999-31,746 (+)

26 27 28 29 30

IMGVR_UViG_3300026522_000059|3300026522|Ga0256406_1001298: 22,811-30,068 (+)

26 27 28 32 34

OTU_1951: 20,921-29,444 (+)

27 28 29

uvig_407757: 27,651-43,501 (+)

36 37 38
FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0039)

4041

uvig_560145: 28,134-45,735 (+)

37 38 39 40 41 42

Sigma M (VF0822) (CDS_0043)
44

45

uvig_558037: 28,088-35,318 (+)

38

Sigma M (VF0822) (CDS_0039)
40

41

MGV-GENOME-0298295: 28,063-34,280 (+)

33 38
39

40

IMGVR_UViG_3300045988_057681|3300045988|Ga0495776_026199: 22,234-28,006 (+)

25
26

uvig_545354: 21,537-26,977 (+)

24

uvig_567407: 22,165-28,772 (+)

25 26 27

IMGVR_UViG_3300045988_116603|3300045988|Ga0495776_151649: 23,420-33,208 (+)

26 27 28 29 30
31

32
33

34

uvig_537546: 29,441-36,948 (+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0037)
38

39

IMGVR_UViG_3300021256_000182|3300021256|Ga0223826_10001462: 23,256-33,440 (+)

27 28 29
30

31 32 33 DNA polymerase (CDS_0039)

MGV-GENOME-0305758: 30,077-38,149 (+)

42

IMGVR_UViG_3300045988_061690|3300045988|Ga0495776_186939: 23,530-32,910 (+)

26 27 30

IMGVR_UViG_3300045988_118109|3300045988|Ga0495776_163851: 28,100-39,460 (+)

34 35 36
PDC-M13B_WP_002691346.1 (CDS_0037)

PDC-M13A_WP_033143007.1 (CDS_0038)

39 40 41

MGV-GENOME-0311012: 28,100-38,438 (+)

34 35 36 37 38 39

MGV-GENOME-0278472: 23,419-30,613 (+)

2728 29 CI-like repressor (CDS_0030)

IMGVR_UViG_3300045988_071594|3300045988|Ga0495776_173645: 23,128-31,083 (+)

26 27 28 29

uvig_573208: 23,328-32,208 (+)

27 28 29 30

IMGVR_UViG_3300045988_082908|3300045988|Ga0495776_027832: 23,336-30,649 (+)

28 29 30 31

uvig_283009: 22,084-29,193 (+)

25 26 27

uvig_403468: 23,063-32,856 (+)

26 27 28 29

IMGVR_UViG_3300045988_068908|3300045988|Ga0495776_112240: 23,063-30,509 (+)

26 27 28

IMGVR_UViG_3300045988_061262|3300045988|Ga0495776_072207: 23,337-28,902 (+)

27

IMGVR_UViG_3300045988_060082|3300045988|Ga0495776_025096: 23,397-29,537 (+)

26 27

MGV-GENOME-0296294: 23,666-31,824 (+)

2728 29 30 31

IMGVR_UViG_3300045988_086916|3300045988|Ga0495776_170337: 27,628-35,252 (+)

35
MTase_II_00058 Type (CDS_0036)

37 38

IMGVR_UViG_3300045988_098331|3300045988|Ga0495776_148944: 23,410-34,797 (+)

27 28 29

PDC-M64C_WP_110053925.1 (CDS_0030)
MTase_II_00164 Type (CDS_0031)

REase_II_00075 Type (CDS_0032)
33 34 35

uvig_248664: 23,128-35,302 (+)

26 27 28 29 30
PDC-S05_WP_013135363.1 (CDS_0031)

32 33 34

IMGVR_UViG_3300039331_000067|3300039331|Ga0169804_00289: 23,048-34,372 (+)

27
2829 30 31 32 33 34 35

uvig_365552: 23,416-34,296 (+)

28 29
MgtBC (VF0106) (CDS_0030)

31 32 CI-like repressor (CDS_0033)

uvig_574189: 23,340-32,731 (+)

27 28 29 30 31 32 CI-like repressor (CDS_0033)

uvig_560061: 23,419-34,765 (+)

27 28 29 30 31 32
33

34 35 CI-like repressor (CDS_0036)

IMGVR_UViG_3300045988_137562|3300045988|Ga0495776_161708: 23,339-38,227 (+)

28

MTase_I_00004 Type (CDS_0029)

30
RM__Type_I_S_06 (CDS_0031)

32 33

PDC-S42_WP_125217599.1 (CDS_0034)

35 36 37

uvig_3035: 22,004-35,287 (+)

26 27
28

29

PDC-M12B_WP_031809549.1 (CDS_0030)
PDC-M12A_WP_202763921.1 (CDS_0031)

32 33
PDC-S01_WP_099993690.1 (CDS_0034)

35 36

IMGVR_UViG_3300045988_073584|3300045988|Ga0495776_185816: 22,004-31,565 (+)

26 27
28

29 30 31

uvig_353856: 23,414-39,106 (+)

28 29 30

ADP-ribosylglycohydrolase (CDS_0031)

32
33

34 35 36 37 38

uvig_171713: 27,183-42,044 (+)

36 37 38 39 40

pfam09827 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (CDS_0041)
42

43 44 CI-like repressor (CDS_0045)

MGV-GENOME-0345951: 22,897-44,231 (+)

26
REase_MTase_IIG_00033 Type (CDS_0027)

28 29
RelE-like toxin (CDS_0030)

31 32 33 34 35 36
DNA primase/helicase (CDS_0037)

38 39 40 41 CI-like repressor (CDS_0042)

MGV-GENOME-0342618: 22,897-40,589 (+)

26
REase_MTase_IIG_00033 Type (CDS_0027)

28 29
RelE-like toxin (CDS_0030)

31 32 33 34 35 36 37 38 CI-like repressor (CDS_0039)

Ma_2019_SRR413747_NODE_177_length_57990_cov_78.738466: 22,983-46,087 (+)

27 28 29 30
Exopolysaccharide (VF0755) (CDS_0031)

32 33 34 35 36 37
Michele_1A_hits_grouped (CDS_0038)

39 40

IMGVR_UViG_3300045988_121255|3300045988|Ga0495776_160397: 23,312-44,410 (+)

26 27 28 29 30 31 32 33 34 35 36 37 38 39 40
41

42

MGV-GENOME-0350525: 28,372-37,985 (+)

37 38 41 42 43

9000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) tRNA


