MGV-GENOME-0194649: 28-5,665 (+)
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MGV-GENOME-0169817: 3-3,652 (+)
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MGV-GENOME-0178615:19,604-24,461 (-)
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GV-GENOME-0179339: 3-4,902 (+)
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MGV-GENOME-4386048: 3-4,912 (+)
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