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MGV-GENOME-0227292: 12,165-25,958 (+)
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MGV-GENOME-0239050: 12,872-28,236 (+)
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MGV-GENOME-0238142: 12,866-28,082 (+)
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MGV-GENOME-0282415:13,282-35,871 (+)

10000 nt i

lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder) defence (PADLOC) tRNA
— I L] I




