
MGV-GENOME-0295422: 13,428-36,677 (+)

13 14

SigE (VF0295) (CDS_0015)
toxin (CDS_0016)
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Avd protein of DGR (CDS_0023)
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HNH endonuclease (CDS_0029)

30 31 32

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0033)

34 35 36 37SspD_00001 SspD (CDS_0038)

MGV-GENOME-0284533: 13,407-33,101 (+)

16 20 21
HNH endonuclease (CDS_0022)

23 24 25 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0026)

MGV-GENOME-0306575: 13,428-40,729 (+)

15 16 20 21 22 23 24 25 26 27 28
HNH endonuclease (CDS_0029)

30 31 32

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0033)

MGV-GENOME-0290230: 13,428-35,466 (+)

20 21 22
HNH endonuclease (CDS_0023)

24 25 26 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0027)

MGV-GENOME-0290157: 14,370-32,934 (+)

16 17 PDC-M64C_WP_110053925.1 (CDS_0018) 22
HNH endonuclease (CDS_0023)

24 25 26 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0027)

MGV-GENOME-4407526: 9,499-24,375 (+)

12 16 19 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0020)

MGV-GENOME-0228526: 9,499-24,353 (+)

19

MGV-GENOME-0269489: 13,413-30,381 (+)

20 21 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0022)

MGV-GENOME-0265113: 9,496-30,538 (+)

19 20 21 22
HNH endonuclease (CDS_0023)

24 25 26 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0027)

MGV-GENOME-0265209: 9,496-30,555 (+)

19 20
HNH endonuclease (CDS_0021)

22 23 24 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0025)

MGV-GENOME-0268653: 13,422-31,890 (+)

21 22 23

tRNA-Undet(NNN)
24

25 26

MGV-GENOME-0289829: 13,428-36,338 (+)

20 21
Avd protein of DGR (CDS_0022)

23 2425 26 27 28 29 30 31 36

MGV-GENOME-0289359: 13,410-36,463 (+)

20 21
Avd protein of DGR (CDS_0022)

23 2425 26 27 28 29 30 34 36

MGV-GENOME-0300948: 13,402-37,098 (+)

15 19 20 21 22 2324 25 26 27 28 29
PD-T4-9_C_WP_167919057.1 (CDS_0030)

31

MGV-GENOME-0286598: 13,419-35,519 (+)

19 20
Avd protein of DGR (CDS_0021)

22 2324 25 26 27 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0028)

MGV-GENOME-0306164: 14,389-39,801 (+)

22 23 24 25 2627 28 29 30 31 32 33 34 35
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0036)
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