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'HNH endonuclease (CDS_0036) HNH endonuclease (CDS_0045)

37 38 39 40 41 43 44 52 53 54 55

N
o
N
~N
N
o
N
©
o
o
o
-

|
|
3
1
|
|
|
|
|

MGV-GENOME-0309302: 26,286-34,188 (+)
DNA methyltransferase (CDS_0041)
HNH endonuclease (CDS_0044)

40 42 43 45 46 47 48
e e e e —— | [ ) S A
MGV-GENOME-0324165:25,030-32,932 (+)
DNA methyltransferase (CDS_0052) 53 54 55 56 57 58 59 64

!
|
\
!
!
\

uvig_285823:31,317-38,468 (+)
HNH endonuclease (CDS_0058)
57 59 60 61

uvig_279863:33,554-39,248 (+)
HNH endonuclease (CDS_0046)
45 47

IS
©
EN
©

|
‘
+

MGV-GENOME-0240855: 23,539-29,523 (+)
HNH endonuclease (CDS_0038)
37 39

N
o
N
=
N
N

e
MGV-GENOME-0273139: 23,328-30,242 (+)
HNH endonuclease (CDS_0059)
56 58 60 61 62 63

|
|
|

5 Y A S
uvig_99920: 34,756-40,840 (+)

HNH endonuclease (CDS_0058)
57 59 60 61 62

I ——— I e — —— E—
uvig_253313:34,963-41,152 (+)

phosphoadenosine phosphosulfate reductase (CDS_0062) 63
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HNH endonuclease (CDS_0060)
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57 58 59 60 61 nucleoside 2-deoxyribosyltransferase (CDS_0062)
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phosphoadenosine phosphosulfate reductase (CDS_0050)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function
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