MTase_|I_00068 Type (CDS_0124)
117119 homing endonuclease (CDS_0122) tRNA-Cys(GCA) HEase_00002 homing (CDS_0128)
T118]120 121 123 125 [126 127 129 130
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MGV-GENOME-0379227:108,352-120,387 (+)

homing endonuclease (CDS_0114) HNH endonuclease (CDS_0118)
MTase_II_00068 Type (CDS_0116) 117 119
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MGV-GENOME-0377219:103,771-116,475 (+)
114 homing endonuclease (CDS_0119) HEase_00029 homing (CDS_0124)
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MGV-GENOME-0379139:104,865-117,026 (+)

MTase_II_00068 Type (CDS_0127)
124 125 128 129 HNH endonuclease (CDS_0130)
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MGV-GENOME-0379182: 107,793-119,717 (+)

03 homing endonuclease (CDS_0108)
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MGV-GENOME-0376832:101,678-111,853 (+)

HNH endonuclease (CDS_0077)
MTase_lI_00068 Type (CDS_0075) 76 78 HEase_00029 homing (CDS_0079)
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MGV-GENOME-0377022:70,595-88,347 (+)

HNH endonuclease (CDS_0119)

117 120 HEase_00029 homing (CDS_0121)
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SAMN11893770_a1_ct7896_vs1:105,386-115,542 (+)

MTase_|I_00068 Type (CDS_0122) 123 124 HEase_00029 homing (CDS_0125)

GV-GENOME-0379243:106,391-117,743 (+)
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GV-GENOME-0378576:102,938-112,064 (+)
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MGV-GENOME-0379264:104,396-112,528 (+)
115

MGV-GENOME-0378851:103,898-112,960 (+)

MTase_I_00060 Type (CDS_0112)
111 113 114
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MGV-GENOME-0379094: 100,845-112,023 (+)
MTase_Il_00060 Type (CDS_0112)
111 113 114 115 116
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MGV-GENOME-0377586:100,847-111,858 (+)

7000 nt
DNA, RNA and nucleotide metabolism unknown function defence (PADLOC) tRNA pseudogene
I




