virion structural protein (CDS_0137)

tRNA-Sup(TTA) structural protein (CDS_0135) HNH endonuclease (CDS_0144)
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MGV-GENOME-0379139:114,601-135,097 (+)
structural protein (CDS_0132)

HEase_00002 homing (CDS_0121) 128 tail fiber protein (CDS_0134)
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MGV-GENOME-0377219: 113,424-135,228 (+)
virion structural protein (CDS_0144)
MTase_|I_00068 Type (CDS_0126) structural protein (CDS_0142)
125 127 128 133 134 135136 137 138 139 140 141 143 ‘
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MGV- GENOME 0879260: 111 996 140, 932( )

virion structural protein (CDS_0144)
structural protein (CDS_0142)
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MGV- GENOME 0379282: 111 996 140, 930( )

virion structural protein (CDS_0137)
structural protein (CDS_0135)

126 127 128129 130 131 132 133 134 136 |
KK —Aid—E FEKOEEK HOK I KaE KK HOHEHHAEC

I [ u 1 1
MGV-GENOME-0379240: 108,194-137,130 (+)
virion structural protein (CDS_0145)

137 structural protein (CDS_0143)
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MGV-GENOME-0379280: 111,996-140,994 (+)
structural protein (CDS_0139)
tail fiber protein (CDS_0141)
131 132 133 134 135136 137 138 140 HEase_00002 homing (CDS_0146) 149
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MGV- GENOME 0379227 112 744 141, 294( )

tail fiber protein (CDS_0125)
tail fiber protein (CDS_01§3)
111 112 115 119 120 121 122 124 ‘ 131
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MGV-GENOME-0378576: 103, 686 127, 4'96( )

virion structural protein (CDS_0121)
structural protein (CDS_0119)

homing endonuclease (CDS_0108) 115116 117 118 120 | 126
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MGV-GENOME-0376832: 102,794~ 127 175( )
tail fiber protein (CDS_0124)

MTase_Il_00060 Type (CDS_0112) tail fiber protein (CDS_01§2)
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MGV-GENOME-0379094: 104,209-128,514 (+)

homing endonuclease with GIY-YIG motif (CDS_0125)

HEase_00029 homing (CDS_0121) minor tail protein (CDS_0139)
HNH endonuclease (CDS_0119) 126127 128 129 130 131 132 133 134 135 136 137 138 141 142 143

K=K -AGEC-EaE K@K KK —CCHC KHHRC
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SAMN11893770_a1_ct7896_vs1:109,113-137,975 (+)
125126 127 128129 130 131 132 133 134 135136 137  minor tail protein (CDS_0138)
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MGV-GENOME-0379305: 105, 982 133, 266( )

123124 125 126 127 128 129 130 131 132 133 134 135136 137  minor tail protein (CDS_0138)
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MGV-GENOME-0379264: 105, 476 132 125( )

125 127 131
121 122 123124[126 | 128 129 130 | 132  minor tail protein (CDS_0133)
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MGV-GENOME-0378851: 104, 978 129 111( )
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DNA, RNA and nucleotide metabolism head and packaging tail unknown function defence (PADLOC) tRNA pseudogene
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