tRNA-Ser(GCT) HNH endonuclease (CDS_0156)
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MGV-GENOME-0377022: 104,014-119,969 (+)
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MGV-GENOME-0379227: 141,714-158,732 (+)
HNH endonuclease (CDS_0156)

149 homing endonuclease (CDS_0153) T 157 158 159
L | m mE L I B /I N I
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MGV-GENOME-0379094: 128,498-152,918 (+)
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SAMN11893770_al_ct7896_vs1:139,321-161,355 (+)
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MGV-GENOME-0378576:127,776-153,182 (+)
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