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MG\/ GENOME-0379182:179,516-185,005 (+)
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MGV-GENOME-0379243: 180,463-187,163 (+)
196 197 198 199
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SAMNO09781756 a1 _ct56407 vs1:150,737-155,581 (+)
235 236 237 238

MGV-GENOME-0379264:183,022-188,103 (+)
196 197 198 201 tRNA-Leu(AAG) 204 205 206

MGV-GENOME-0377586:157,783-164,238 (+)
232 234 235

SAMN11893770_al_ct7896_vs1:187,688-191,348 (+)
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MGV-GENOME-0379227:183,696-189,311 (+)
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unknown function tRNA
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