tRNA-Tyr(GTA)
139 140 Tia1 142 143
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MGV-GENOME-0379264:124,884-132,264 (+)
141 142
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MGV-GENOME-0379243:132,277-140,767 (+)
135 136
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MGV-GENOME-0378851:121,625-130,530 (+)
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145 homing endonuclease (CDS_0147)
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MGV-GENOME-0379305: 126,162-133,405 (+)
141 143 homing endonuclease (CDS_0144)
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SAMN11893770_al_ct7896_vs1:130,536-139,041 (+)
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143 144 HEase_00002 homing (CDS_0146)
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MGV-GENOME-0379227: 133,998-142,853 (+)
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MGV-GENOME-0379094:121,749-130,286 (+)
143
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MGV-GENOME-0379139:128,401-138,652 (+)
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-

HHIC HEEARK

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC) tRNA pseudogene
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