retron_type_VI_hth_cluster2_1 (CDS_0045)
toxin-antitoxin system HicB-like (CDS_0042)
integrase (CDS_0041) toxin (CDS_0043) 44 4647 48 4950 51 525354 55 56

uvig_200480: 36,580-42,839 (+)
3233 34 35 36 37

I BN | I
IMGVR_UViG_3300029594_000194|3300029594|Ga0245142_100026|2- 44014 21 488-27, 744(+)
19 20 2627 28 29 30 31

uvig_211454:18,294-25,306 (+)
2627 28 29 30
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IMGVR_UViG_3300045988_121285|3300045988|Ga0495776_072125:18,391-25,282 (+)

transcriptional repressor (CDS_0032)
outer membrane protein (CDS_0028)
3031 3334 35

— — EE—— ——
IMGVR_UViG_3300045988_169158|3300045988|Ga0495776_ 165799 20641 26772 (+)

23 24 26 27 2829 30

!

SAMNO06164792_al_ct20950: 18,292-24,833 (+)

transcriptional repressor (CDS_0026)
25 27 28 29
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OTU 3043:18,038-25,777 (+)
capH (CDS_0029)
27 28 cas12f2_V-F_3 (CDS_0030) 31 32 33

%
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uvig_275642:18,057-26,761 (+)
transcriptional regulator (CDS_0026)
capH (CDS_0027)
25 28 29 30 31 32

%

uvig_158026_: 18,049-26,388 (+)

capH (CDS_0030)
28 29 31 32 33 34 35 36 37

!
!
|+

IMGVR_UViG_3300045988_126894|3300045988|Ga0495776_173332:19,455-27,351 (+)
transcriptional repressor (CDS_0033)
32 34 35 36 37 40 42 4344 replication initiation protein (CDS_0045)

i

uvig_173217:22,148-30,958 (+)
transcriptional repressor (CDS_0029)
28 30 31 32 88] 40

i
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MGV-GENOME-0296458:19,762-28,572 (+)

transcriptional repressor (CDS_0028)
27 29 30 31 32

é
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uvig_313742:18,292-27,859 (+)

transcriptional repressor (CDS_0027)
26 28 29 30
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OTU 1690:18,392-27,595 (+)
3000 nt i
DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder)
I

defence (PADLOC)
I




