
IMGVR_UViG_2802429228_000003|2802429228|2802450119|1-39511: 26,516-38,439 (+)

33 Old (CDS_0034)
MokW-like host killing (CDS_0035)
NinB/ Orf homologous recombination mediator (CDS_0036)

37 38 tRNA-Thr(TGT)
holin (CDS_0039)

40 41 42 43 44
ParB-like partition nuclease (CDS_0045)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0046)

47

uvig_116804: 22,539-34,549 (+)

28 29 34 35 36

IMGVR_UViG_2703718817_000006|2703718817|2703740975|2-40002: 30,667-38,929 (+)

44 45 46

IMGVR_UViG_2663763256_000004|2663763256|2663837345|601731-641219: 30,913-38,417 (+)

44 45

TemPhD_cluster_47061: 37,164-49,186 (+)

43 44 45 50 51 52

IMGVR_UViG_2802429233_000001|2802429233|2802450627|2-44466: 31,370-43,393 (+)

42 43 44

IMGVR_UViG_2737471853_000010|2737471853|2737500617|128-39329: 25,260-38,130 (+)

DS-14__DS-14 (CDS_0034) 38 39 41 42 43

IMGVR_UViG_2778261176_000017|2778261176|2778288127|18093-62001: 29,570-42,831 (+)

DruM2_00008 DNA (CDS_0036)
RM_Type_II__Type_II_REase06 (CDS_0037) 38 43 44 45

IMGVR_UViG_2778261252_000011|2778261252|2778294605|18910-61301: 29,885-41,314 (+)

37
BstA abortive infection system (CDS_0038)

39 44 45

IMGVR_UViG_2778261182_000008|2778261182|2778288700|40-38787: 28,471-37,670 (+)

37 38 40 41 42

IMGVR_UViG_2563366985_000002|2563366985|2563400620|150596-193443: 34,361-41,770 (+)

45 47

IMGVR_UViG_2778261246_000001|2778261246|2778293926: 23,439-34,593 (+)

31 36 38

IMGVR_UViG_2698536518_000007|2698536518|2698563552|101769-154371: 43,024-51,344 (+)

50 51 52

IMGVR_UViG_2718218355_000004|2718218355|2718229071|2540637-2594642: 43,090-52,747 (+)

49 50 51 52

IMGVR_UViG_2724679138_000002|2724679138|2724712189|177042-217164: 26,076-38,858 (+)

DnaC-like helicase loader (CDS_0034) 40 41 42

TemPhD_cluster_46761: 42,578-52,158 (+); 1-1,308 (+)

154 55 59

IMGVR_UViG_2534682157_000018|2534682157|2534791015|2-42423: 32,845-42,421 (+)

49 50

IMGVR_UViG_2541047955_000003|2541047955|2541180056|383285-420139: 24,422-35,596 (+)

33
exonuclease (CDS_0034)

35 anti-termination protein Q-like (CDS_0039)

IMGVR_UViG_648276664_000006|648276664|648289820: 27,490-40,096 (+)

transposase (CDS_0039) 45 46
holin/anti-holin (CDS_0047)

endolysin (CDS_0048)

IMGVR_UViG_2663763159_000002|2663763159|2663823091: 24,014-36,197 (+)

39 40
holin/anti-holin (CDS_0041)

endolysin (CDS_0042)

IMGVR_UViG_2897346870_000004|2897346870|2897346870|3030334-3079241: 35,978-47,836 (+)

VCA0410 (CDS_0042) 43 48 49 50 endolysin (CDS_0051)

IMGVR_UViG_2563366874_000012|2563366874|2563394607|115610-166409: 36,208-49,728 (+)

52 53 54 55 56 57 endolysin (CDS_0058)

IMGVR_UViG_2671180676_000008|2671180676|2671261521|36036-85385: 40,794-48,278 (+)

48 49 50 endolysin (CDS_0051)

IMGVR_UViG_2529293140_000003|2529293140|2529404547|40766-82304: 32,981-40,467 (+)

45 46 47 endolysin (CDS_0048)

IMGVR_UViG_2563366989_000006|2563366989|2563400763|199039-244632: 32,507-44,522 (+)

42 43 44 endolysin (CDS_0045)

IMGVR_UViG_2579778797_000016|2579778797|2579817008|117509-154143: 23,176-35,563 (+)

MTase_II_00164 Type (CDS_0031) 32 Mok_Hok_Sok__Hok (CDS_0033) 37 38 39 endolysin (CDS_0040)

IMGVR_UViG_2802429229_000003|2802429229|2802450191|1-41511: 25,679-40,439 (+)

37
anti-termination protein Q-like (CDS_0041)

42 43 44 endolysin (CDS_0045)

IMGVR_UViG_640753023_000009|640753023|640753000|1467071-1518508: 46,266-51,437 (+)

59 60

TemPhD_cluster_39808_: 38,232-49,004 (+)

49 50
VCA0368 (CDS_0051)

VCA0367 (CDS_0052)
anti-termination protein Q-like (CDS_0056)

57 58
holin (CDS_0059)

endolysin (CDS_0060)

61 62

TemPhD_cluster_39948_: 41,265-49,168 (+); 1-1,329 (+)

153
endolysin (CDS_0055)

56 57

TemPhD_cluster_58392: 42,122-50,529 (+)

anti-termination protein Q-like (CDS_0059)

anti-repressor (CDS_0060)
tellurite resistance (CDS_0061)

TciB-like inhibition of cell division or resistance to colicin (CDS_0062)

64

TemPhD_cluster_50812: 28,555-36,402 (+)

anti-termination protein Q-like (CDS_0037)
tellurite resistance (CDS_0038)

TciB-like inhibition of cell division or resistance to colicin (CDS_0039)

TemPhD_cluster_17436: 39,493-47,019 (+)

57
tellurite resistance (CDS_0058)

TciB-like inhibition of cell division or resistance to colicin (CDS_0059)

TemPhD_cluster_34758: 41,409-50,945 (+); 1-1,329 (+)

anti-repressor (CDS_0058)
tellurite resistance (CDS_0059)

TciB-like inhibition of cell division or resistance to colicin (CDS_0060)

64

TemPhD_cluster_58537: 40,057-49,676 (+)

anti-repressor (CDS_0057) 58
tellurite resistance (CDS_0059)

TciB-like inhibition of cell division or resistance to colicin (CDS_0060)

PD-T4-6_WP_139553373.1 (CDS_0065)
PDC-M21C_WP_062264319.1 (CDS_0066)

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) tRNA


