
IMGVR_UViG_2700989438_000001|2700989438|2701060437|1-11683: 2,431-5,290 (+)

2
transcriptional regulator (CDS_0003)

4 5 6
single strand DNA binding protein (CDS_0007)

8 9

IMGVR_UViG_2897196942_000004|2897196942|2897196942|5088149-5098051: 6,470-9,903 (-)

121516

IMGVR_UViG_2576861022_000001|2576861022|2576864507|52838-66562: 6,134-9,719 (-)

major head protein (CDS_0008)DNA methyltransferase (CDS_0013)14transcriptional regulator (CDS_0016)

IMGVR_UViG_2579778688_000001|2579778688|2579801089|404047-413882: 6,047-9,836 (-)

DNA methyltransferase (CDS_0013)1415

IMGVR_UViG_2600255231_000001|2600255231|2600308582|6012-17740: 3,053-6,142 (+)

8 9

IMGVR_UViG_2579778739_000002|2579778739|2579808731|52669-62555: 6,654-9,743 (-)

1314

IMGVR_UViG_2671180784_000002|2671180784|2671276924|5862665-5872472: 6,071-9,808 (-)

DNA methyltransferase (CDS_0013)14

IMGVR_UViG_3300011647_000005|3300011647|Ga0122789_100025|700-12123: 2,495-7,491 (+)

6 single strand DNA binding protein (CDS_0008) 12 Ace (VF0130) (CDS_0013)

IMGVR_UViG_2687453104_000002|2687453104|2687453483|5280251-5294981: 6,815-10,738 (-)

18transcriptional regulator (CDS_0019)

IMGVR_UViG_2579778907_000001|2579778907|2579830553|53117-66432: 7,193-13,123 (-)

Holliday junction branch migration helicase (CDS_0016)1718

IMGVR_UViG_2579778756_000003|2579778756|2579810976|52352-64383: 6,766-11,892 (-)

ThsA1_00003 STALD (CDS_0016)1718

2000 nt
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