excisionase and transcriptional regulator (CDS_0027)
transcriptional activator (CDS_0026)
Arc-like repressor (CDS_0021)  RecT-like ssDNA annealing protein (CDS_0028)

internal virion Mein (CDS_0014) MTase_|1_00048 Type (CDS_0025)
internal virion protein (CDS_0015) anti-repressor Ant (CDS_0022) ‘

virion structural protein (CDS_0018)

tail protein (CDS_0012)
head protein (CDS_0016) 17 19 20

10 11 tail protein (CDS_0013)

anti-repressor (CDS_£024)
23 ||

exonuclease VIII (CDS_0029)

ErnPhD_cluster_24938: 7,084-25,908 (+)

internal virion protein (CDS_0014) dehydrogenase (CDS_0019)
head protein (CDS_0015) 16 exonuclease (CDS_0018) 20

——— T —§— —— ]
uvwg 393571:7,557-32,102 (+)

internal virion protein (CDS_0015) 16 RecT-like ssDNA annealing protein (CDS_0022)

uvwg 572642:7,038-21, 379( )
9 internal virion protein (CDS_0014) endolysin (CDS_0015)

uvig_ 187412 6,585-20, 378( )
internal virion protein (CDS_0014) virion structural protein (CDS_0017)
head protein (CDS_0015) 16 1819 20
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TemPhD_cluster_63130_:7,033-22,621 (+)
internal virion protein (CDS_0014) virion structural protein (CDS_0017)

head protein (CDS_0015) 16 1819 20
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TemPhD _cluster_28369: 6,636-22,345 (+)
internal virion protein (CDS_0014) virion structural protein (CDS_0017)
head protein (CDS_0015) 16 1819 20 21

I
TemPhD_cluster_43946:6,510-22,683 (+)
internal virion protein (CDS_0014) virion structural protein (CDS_0017)
head protein (CDS_0015) 16 18 19 20 21

-
TemPhD_cluster_62946 _:6,689-23,055 (+)
internal virion protein (CDS_0015) virion structural protein (CDS_0018)
head protein (CDS_0016) 17 19 20
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TemPhD _cluster_52014:7,081-22,530 (+)

virion structural protein (CDS_0017)
internal virion protein (CDS_0014) 19
head protein (CDS_0015) 16 18 T 20

%mPthcluster763023,: 7,051-22,686 (+)
virion structural protein (CDS_0017)
internal virion protein (CDS_0014) 19

" [head protein (CDS_0015) 16 187 20 21

ﬁmPthclusterjl‘M& 7,038-22,648 (+)
virion structural protein (CDS_0017)
internal virion protein (CDS_0014) 19

" [head protein (CDS 0015) 16 187 20 21 Dnd_DndB (CDS_0025)

[ 0 .
TemPhD _cluster_19035:7,084-23,997 (+)
virion structural protein (CDS_0017)
internal virion protein (CDS_0014) 18
" [head protein (CDS 0015) 16 T19 20

-
TemPhD_cluster_33706: 6,689-22,033 (+)
virion structural protein (CDS_0018)
internal virion protein (CDS_0015) endolysin (CDS_0016) 17 1920 21 22
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TemPhD _cluster_43975:7,033-23,253 (+)
internal virion protein (CDS_0014) endolysin (CDS_0015) 16 17 1819 20

TemPhD_cluster 63382.: 6,689-22,153 (1)
internal virion protein (CDS_0015) endolysin (CDS_0016) 17 18 19 20

-
TemPhD_cluster_38135:7,038-22,440 (+)
internal virion protein (CDS_0014) endolysin (CDS_0015) 16 17 18 19

-
TemPhD_cluster_62960_:7,038-22,408 (+)
internal virion protein (CDS_0014) endolysin (CDS_0015) 16 17 1819 20

TemPhD_cluster 52107- 7,039-22,440 (+)
internal virion protein (CDS_0013) endolysin (CDS_0014) 15 16 17 18 19

- — 1 J
TemPhD_cluster_33866:6,762-21,941 (+)
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