major tail protein (CDS_0011)

tail length tape measure protein (CDS_0014) sporulation protein (CDS_0025) PDC-547_WP_148603747.1 (CDS_0037)
12 head protein (CDS_0017) DNA primase (CDS_0022) PDC-S05_WP_205747975.1 (CDS_0032)
T13 15 16 18 19 20 RpoS (VF0112) (CDS_0021) 23 24 26 27 28 29 30 31 33 343536
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IMGVR_UViG_3300029136_000123|3300029136|Ga0168747_100608: 7,325-36,940 (+)

RpoS (VF0112) (CDS_0018) sporulation protein (CDS_0022)
DNA primase (CDS_0019)
head protein (CDS_0017) 20 21 23 24 25 26
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uvig 292551:7,325-30,775 (+)
endolysin (CDS_0020) sporulation protein (CDS_0028)
head protein (CDS_0018) holin (CDS_0022) DNA primase (CDS_0025)
19| 21 23 RpoS (VF0112) (CDS_0024) 26 27 29 30 31
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uvig_571229:7,752-35,924 (+)
co-chaperonin GroES (CDS_0019)
ClpC (VF0072) (CDS_0021)
chaperonin groEL (CDS_0018) 20 22 23 24
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uvig_474551:7,814-29,871 (+)
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MGV-GENOME-0216482:7,750-21,302 (+)
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MGV-GENOME-0221240: 7,325-20,338 (+)

endolysin (CDS_0020)

head protein (CDS_0018) holin (CDS_0022)
19| 211 23
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IMGVR_UViG_3300029238_000260|3300029238|Ga0168766_100788|2-32867:7,750-23,232 (+)

endolysin (CDS_0020)
head protein (CDS_0018) holin (CDS_0022)
19| 217]23
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IMGVR_UViG_3300045988_077079|3300045988|Ga0495776_038893:7,752-23,127 (+)
endolysin (CDS_0019)

head protein (CDS_0017)

holin (CDS_0021)
18] 20] 22 23 2425
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uvig 127531:7,307-26,622 (+)

tii | terminator (CDS_0010)

tail length tape measure protein (CDS_0014)
neck protein head protein (CDS_0017)
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uvig 463096:6,950-24,091 (+)
holin (CDS_0021)
19
head protein (CDS_0017) 18 [20| 22 23
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IMGVR_UViG_3300029123 000241|3300029123|Ga0168800_100503|12265-46128:7,319-24,143 (+)
19
head protein (CDS_0017) 18T}0 21
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IMGVR_UViG_3300045988_133795|3300045988|Ga0495776_119041:7,318-22,143 (+)
endolysin (CDS_0018)
holin (CDS_0021)
20 dehydrogenase (CDS_0024) 28
head protein (CDS_ 0017) | 19| 22 23 25 26 27 [29 30 31 32
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uvig 468519:7,339-33,307 (+)
transcriptional repressor (CDS_0025)
transcriptional repressor (CDS_0024)
endolysin (CDS_0019)
holin (CDS_0022)
21
head protein (CDS_0018) @T 23 29 Rha-like transcriptional regulator (CDS_0030)
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uvig_436840:7,593-20,020 (+)

holin (CDS_0021)
19
head protein (CDS_0017) 18 20| 22
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MGV-GENOME-0267606:7,341-17,923 (+)
transcriptional regulator (CDS_0018)
17 | 19

I
MGV-GENOME-0191237:7,324-17,171 (+)
17 18
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MGV-GENOME-0186112:7,139-16,433 (+)
DNA polymerase exonuclease subunit (CDS_0027)

head protein (CDS_0018) transcriptional repressor (CDS_0029)
ClpC (VF0072) (CDS_0020) Retron_VI”_HTH (CDS_0030)
19 21 22 23 24 28 | [31
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uvig_204867:7,765-28,469 (+)
18 19
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MGV-GENOME-0224546:7,765-21,436 (+)

head protein (CDS_0018)19
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uvig 250715:7,750-21,479 (+)
RelE-like toxin (CDS_0018)
endolysin (CDS_0021)
holin (CDS_0023) RpoS (VF0112) (CDS_0028) sporulation protein (CDS_0032)
20 26 DNA primase (CDS_0029)
197 | 22| 24 25 27 \ 30 31 33 34 35 36

head protein (CDS_0017)
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uvig_136922:7,322-36,487 (+)
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