
IMGVR_UViG_3300007657_000021|3300007657|Ga0105536_100512: 19,845-28,303 (+)

25
26

holin (CDS_0027)

28 29
HicB-like antitoxin (CDS_0030)

31

anti-CRISPR-Cas (AcrIIA22) (CDS_0032)

33 34
transcriptional repressor (CDS_0035)

36 37 38 39
40

41

uvig_231881: 19,997-29,150 (+)

tail fiber protein (CDS_0028) 34 35
transcriptional repressor (CDS_0036)

37

SAMN11893757_a1_ct10038: 22,608-32,369 (+)

PD-T4-9_C_WP_167919057.1 (CDS_0038)
39 40 42 43 transcriptional repressor (CDS_0044)

IMGVR_UViG_3300045988_142719|3300045988|Ga0495776_153258: 25,006-34,796 (+)

tail fiber protein
37 44 45

transcriptional repressor (CDS_0046)
4748 49 51

IMGVR_UViG_3300045988_145736|3300045988|Ga0495776_143510: 17,921-26,938 (+)

29 30 31
transcriptional repressor (CDS_0032)

33

uvig_510337: 25,706-32,382 (+)

45 transcriptional repressor (CDS_0046)

uvig_229721: 15,808-22,885 (+)

25
transcriptional repressor (CDS_0026)

27

IMGVR_UViG_3300029567_000036|3300029567|Ga0244886_100619: 17,822-27,218 (+)

holin (CDS_0026) 29 30 31 32
transcriptional repressor (CDS_0033)

34

MGV-GENOME-0197370: 4,907-15,142 (-)

181920
transcriptional repressor (CDS_0021)

22232425

uvig_321453: 23,290-37,802 (+)

41
Jallet_2C_hits_grouped (CDS_0042)

43 44 45 46 47 48 49
transcriptional repressor (CDS_0050)

52

Ma_2019_SRR413632_NODE_410_length_35070_cov_3.181408: 23,291-32,747 (+)

42 43 44 transcriptional repressor (CDS_0045)

MGV-GENOME-0239365: 24,024-32,817 (+)

42 43 44 45 46 transcriptional repressor (CDS_0047)

SAMEA2737833_a1_ct6419_vs1: 25,258-44,127 (+)

46

Jallet_2C_hits_grouped (CDS_0047)

48
esterase (CDS_0049)

50 51 52

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0053)

54 55 56 57
transcriptional repressor (CDS_0058)

uvig_136393: 17,921-32,269 (+)

29
ABC-type heme transporter (VF0739) (CDS_0030)

31 32

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0033)

34 35 36 37
transcriptional repressor (CDS_0038)

39

uvig_286847: 18,020-37,322 (+)

SbcD-like subunit of palindrome specific endonuclease (CDS_0028)
29 30 31 32

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0033)

34 35 36 37
transcriptional repressor (CDS_0038)

39

IMGVR_UViG_3300029364_000255|3300029364|Ga0243886_1000004|425-34287: 15,217-27,098 (+)

18 24
mads_1 (CDS_0025)

26 27 28

anti-SOS response (APIS132) (CDS_0029)
capH (CDS_0030)

31

IMGVR_UViG_3300029778_000291|3300029778|Ga0243887_1000001|481102-514682: 15,217-26,816 (+)

24 25 26 27

anti-SOS response (APIS132) (CDS_0028)
capH (CDS_0029)

30

uvig_410995: 24,736-33,841 (+)

42

PD-Lambda-1__PD-Lambda-1 (CDS_0043)
anti-SOS response (APIS132) (CDS_0044)

capH (CDS_0045)
46

uvig_571152: 17,790-25,497 (+)

26 27 28

anti-SOS response (APIS132) (CDS_0029)
capH (CDS_0030)

31 32

uvig_580246: 23,932-39,270 (+)

43
Jallet_2C_hits_grouped (CDS_0044)

45 46 47 48 49 50 51 52

uvig_517963: 22,550-32,711 (+)

41
42

43 44
PD-Lambda-1__PD-Lambda-1 (CDS_0045)

anti-SOS response (APIS132) (CDS_0046)

47 48 49 54

7000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)


