
SAMN11893757_a1_ct10038: 1-8,867 (+)

DnaD-like helicase loader (CDS_0001)
2

RusA-like Holliday junction resolvase (CDS_0003)

4 5 6 7 8 9 10 11 12 minor head protein (CDS_0013)

uvig_231881: 1-8,347 (+)

5 6 8

uvig_580246: 1-8,597 (+)

5 6 7 8 9 10 11

IMGVR_UViG_3300045988_142719|3300045988|Ga0495776_153258: 1-7,919 (+)

5 6 7 8

uvig_410995: 1-10,271 (+)

5 6 7 minor head protein (CDS_0013) 14
head scaffolding protein (CDS_0015)

uvig_136393: 34,168-40,500 (+); 1-2,681 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0049)
54 55 56 57 58

IMGVR_UViG_3300045988_145736|3300045988|Ga0495776_143510: 28,837-35,038 (+)

48 49 50 51 52

uvig_308407: 28,699-33,631 (+)

47 48 49 50 51

SAMEA2737833_a1_ct6419_vs1: 46,031-46,450 (+); 1-9,844 (+)

5 6 7 8 9 10 11 12 nucleoside 2-deoxyribosyltransferase (CDS_0013)

IMGVR_UViG_3300007657_000021|3300007657|Ga0105536_100512: 30,207-35,637 (+); 1-2,680 (+)

51 52 53 54

IMGVR_UViG_3300029567_000036|3300029567|Ga0244886_100619: 29,122-35,279 (+); 1-2,680 (+)

49 50
RM_Type_II__Type_II_MTases_FAM_17 (CDS_0051)

52 55

uvig_463463: 1-8,418 (+)

5 6
RM_Type_II__Type_II_MTases_FAM_17 (CDS_0007)

8

uvig_254546: 36,203-42,229 (+)

53 54
RM_Type_II__Type_II_MTases_FAM_17 (CDS_0055)

56

uvig_517963: 34,152-34,562 (+); 1-7,941 (+)

5 6 7 8 9

MGV-GENOME-0239365: 1-7,941 (+)

5 6 7 8 9

uvig_321453: 39,706-40,125 (+); 1-8,071 (+)

5 6 7 8

Ma_2019_SRR413632_NODE_410_length_35070_cov_3.181408: 1-7,828 (+)

5 6 7 8

uvig_101210: 24,603-29,319 (+)

39 40 41 42

uvig_510337: 1-8,797 (+)

5 6 7 8 9 13 14 15 16

4000 nt

DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (DefenseFinder) anti-defence (dbAPIS)


