
MGV-GENOME-0208623: 1,991-8,776 (+)

3 4 5 6 7 8 9 10 11
phosphoheptose isomerase (CDS_0012)

13 14

OTU_5383: 3,322-11,290 (+)

8 9 11
radical SAM domain protein (CDS_0012)

13 14

MGV-GENOME-0222408: 1,991-11,165 (+)

8 9 10 11
radical SAM domain protein (CDS_0012)

13 14

MGV-GENOME-0221634: 1,991-8,969 (+)

8 9 10 11

MGV-GENOME-0237728: 1,991-10,381 (+)

8 9 10 11 12 13

uvig_185785: 1,524-9,969 (+)

head-tail adaptor (CDS_0002) 4 8 9 10 11
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0012)

13

MGV-GENOME-0255252: 1,991-10,610 (+)

8 9 10 11
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0012)

13

uvig_381783: 1,991-10,418 (+)

8 9 10 11 12
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0013)

14

MGV-GENOME-0230286: 1,991-10,230 (+)

8 9 10
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0011)

12

Han_2018_ERR1398162_NODE_859_length_30991_cov_16.630818: 1,991-11,029 (+)

8

phosphoadenosine phosphosulfate reductase (CDS_0009)

10
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0011)

12 17

OTU_1945: 1,991-9,602 (+)

8 phosphoadenosine phosphosulfate reductase (CDS_0009)

MGV-GENOME-0207718: 1,991-11,586 (+)

DS-39__DS-39 (CDS_0008) 9 10 MTase_II_00030 Type (CDS_0011)

3000 nt

connector head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)


