head maturation protease (CDS_0006)

major tail protein (CDS_0010) distal tail protein Dit (CDS_0016)
tail length tape measure protein (CDS_0014) holin (CDS_0019)
11 13 tail protein (CDS_0015)18 2325
1 2 3 4 5 789 | |12 17| 20 21 22 T24] 26

uvig 68302:58-26,508 (+)
head maturation protease (CDS_0006)

major tail protein (CDS_0010) distal tail protein Dit (CDS_0016)
tail length tape measure protein (CDS_0014) holin (CDS_0019)
11 13 18
1 2|38 4 | 5 789 | T 12T 15 17]| 20

I
IMGVR_UViG_3300045988_101535|3300045988|Ga0495776_163905:58-25,112 (+)
head maturation protease (CDS_0006)
major tail protein (CDS_0010) distal tail protein Dit (CDS_0016)
tail length tape measure protein (CDS_0014)
11 13 tail protein (CDS_0015)18
789 | | 12 | 17[ holin (CDS_0019)

o c————
MGV-GENOME-0340595: 58-24,719 (+)
head maturation protease (CDS_0006)
major tail protein (CDS_0010) distal tail protein Dit (CDS_0016)
tail length tape measure protein (CDS_0014)
11 13 tail protein (CDS_0015)18
789 | 12T | 17] holin (CDS_0019)
)

I
MGV-GENOME-0344654: 58-24,719 (+)
head maturation protease (CDS_0006)

major tail protein (CDS_0010) distal tail protein Dit (CDS_0016)
tail length tape measure protein (CDS_0014) holin (CDS_0019)
11 13 18
1 2 3 4 5 789 | | 12] 15 17]| 20 25

'
IMGVR_UViG_3300045988_100548|3300045988|Ga0495776_180230: 58-25,513 (+)
head maturation protease (CDS_0007)

major tail protein (CDS_0011) distal tail protein Dit (CDS_0017)
tail length tape measure protein (CDS_0015)
10| 12 14 19
1 2 3 45 6 89 | T 13T 16 18[ holin (CDS_0020)

OTU_740:58-25,355 (+)
head maturation protease (CDS_0006)
major tail protein (CDS_0010)
1 2 3 4 5 | 789 11 12

—
uvig 66280:58-14,319 (+)

retron_type_VI_hth_cluster2_1 (CDS_0024)
co-chaperonin GroES (CDS_0020)

head maturation protease (CDS_0006) distal tail protein Dit (CDS 0016)
major tail protein (CDS_0010) —EroEL (VF0594) (CDS_0021)
tail length tape measure protein (CDS_0014) holin (CDS_dOl‘?) HEC-06_WP_081759119.1 (CDS_0027)
11 13 18 RM_Type_lIG_Type_lIG_2 (CDS_0026) excisionase (CDS_0031)
1 2 3 4 5 789 | | 12] 15 17]| 22 23 | 25 \ 28 29 30 |32
} - I - I B

I
IMGVR_UViG_3300045988_149618|3300045988|Ga0495776_186182: 1-42,694 (+)
retron_type_VI_hth_cluster2_1 (CDS_0024)
co-chaperonin GroES (CDS_0020)

head maturation protease (CDS_0006) distal tail protein Dit (CDS 0016)
major tail protein (CDS_0010) —‘EroEL (VrOS 94) (CDS_0021) HEC-06_WP_081759119.1 (CDS_0027)
tail length tape measure protein (CDS_0014) holin (CDS_dOl9) excisionase (CDS_0031)
terminase large subunit (CDS_0001) 11 13 tail protein (CDS_0015)1§ RM_Type_lIG_ Type_lIG_2 (CDS_0026) DNA helicase (CI55_0030)
218 4| 3 | 789 | T12] 17]| 22 23 | 25 \ 28 29 |integrase (CDS_0032)
_l L - I S

I L e—
MGV-GENOME-0365749: 1-43,897 (+)
retron_type_VI_hth_cluster2_1 (CDS_0024)
co-chaperonin GroES (CDS_0020)

head maturation protease (CDS_0006) distal tail protein Dit (CDS 0016)
maijor tail protein (CDS_0010) [ GroEL (VF0594) (CDS_0021) HEC-06_WP_081759119.1 (CDS_0027)
tail length tape measure protein (CDS_0014) holin (CDS_0019) excisionase (CDS_0031)
terminase large subunit (CDS_0001) 11 13 tail protein (CDS_OOlS)lg RM_Type_lIG_ Type_lIG_2 (CDS_0026) DNA helicase (CDTS_OO3O)
2 3 4 5 | 789 | T12] 17]| 22 23 | 25 \ 28 29 | 32
- I - I R

I I
MGV-GENOME-0359404: 1-43,342 (+)
retron_type_VI_hth_cluster2_1 (CDS_0024)
co-chaperonin GroES (CDS_0020)

head maturation protease (CDS_0006) distal tail protein Dit (CDSTOOlé)
major tail protein (CDS_0010) GroEL (VE0594) (CDS_0021)
tail length tape measure protein (CDS_0014) holin (CDS_0019) HEC-06_WP_081759119.1 (CDS_0027)
11 13 18 RM_Type_IIG_Type_IIG_2 (CDS_0026) excisionase (CDS_0031)
1 2 3 4 5 789 | | 12 15 17]| 2 23 | 25 \ 28 29 30 |32

e ——
IMGVR_UViG_3300045988_150397|3300045988|Ga0495776_179184: 1-43,342 (+)
70

D-&HDW

MGV-GENOME-0250037:33,323-36,743 (-)

} 10000 nt {

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other tail unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)
I —




