minor tail protein (CDS_0020) anti-repressor (CDS_0029)
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MGV-GENOME-0232825:8,984-22,671 (+)

21 26
18 19 20 [22 23 2425]
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MGV-GENOME-0231652:8,983-22,399 (+)
minor tail protein (CDS_0019) metallo-protease (CDS_0026)
“Integrase (CDS_0022)

21 23 28
18 20] T2a 25 27 RusA-like Holliday junction resolvase
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uvig 191893:9,006-23,726 (+)
minor tail protein (CDS_0020)
23 25 30
18 19| 21 22] 24 T[26 27 282931
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MGV-GENOME-0238788:8,983-24,253 (+)
transposase (CDS_0020)
V_U2 CAS-V-F; (CDS_0021) holin (CDS_0025) 27 32
18 19 | 22 23 24 | 26 [28 29 3031
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OTU_2759:9,016-27,355 (+)
minor tail protein (CDS_0022)
20 holin (CDS_0026) ~ 28 33
18 19]21] 2324 25 [ 27 [29 30 3132]

i

OTU.2/86.8,983 26,932 (4)
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22 27 32
18 | 2021 23 24 25 |[28 29 3031
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IMGVR_UViG_3300029612_000399|3300029612|Ga0245127_100070[59762-95594:8,983-25,219 (+)
holin (CDS_0024) metallo-protease (CDS_0030)
integrase (CDS_0021) integrase (CDS_0026)
endolysin (CDS_0023) 27 32
18 1920 | 22 | 25 T2s 29 31T
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uvig_188923:8,983-27,702 (+)
integrase (CDS_0021)  metallo-protease (CDS_0027)
integrase (CDS_0023) Tnti-repressur (CDS_0031)

20 24 29
18 QT 22 T25 26 gsT RusA-like Holliday junction resolvase (CDS_0035)
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uvig 491154 :9,019-24,507 (+)

minor tail protein (CDS_0019)
21 24 holin (CDS_0031) ~ 33 38
18 |20 22 23] 25 26 27 2829 30 | 32 [34 35 3637
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MGV-GENOME-0267816:8,983-29,286 (+)

holin (CDS_0028) metallo-protease (CDS_0034)
integrase (CDS_0020) integrase (CDS_0030)
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18 2022724 2526] 28 29 30 31 32 34 [36 37 3839

—
44

L o 8§ B & % ;i |} ___§ |
OTU_2082:8,983-30,044 (+)
metallo-protease (CDS_0036)
integrase (CDS_0032)
24 33 38
18 192021 22 23] 25 26 2728 29 30 31 Ta4 35 | 37]39
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minor tail protein (CDS_0019)
20 22 25 32 37
18 | J21] 23 24] 26 27 28 29 30 31 |33 34 3536|  anti-repressor (CDS_0039)
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minor tail protein (CDS_0020)
holin (CDS_0024) metallo-protease (CDS_0031)
integrase (CDS_0021) integrase (CDS_0026)
endolysin (CDS_0023) 27
| 22 25 T28 29 30 | 3233
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uvig_170511:9,013-27,597 (+)

minor tail protein (CDS_0020) 26
18 19 21 22 23 24 25  [27 28 29303132
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IMGVR_UViG_3300045988_173428|3300045988|Ga0495776_087564: 9,013-26,603 (+)

holin (CDS_0025) 27
18 192021 22 23 24 | 26 |28 29 303132
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MGVR_UViG_3300045988_169098|3300045988|Ga0495776_016938:9,018-26,418 (+)
minor tail protein (CDS_0019) metallo-protease (CDS_0032)
integrase (CDS_0024) integrase (CDS_0028)
21 23 endolysin (CDS_0026) 29 Type_V_V_U4 Cas12 (CDS_0034)
18 |20]22] | 25hoiin(CDS0027) [30 31 | 33 35

{
]

NN BN BN B N B DN B N B S 5 I N N
uvig_193629:8,982-28,369 (+)
minor tail protein (CDS_0019) Type_V_V_U4 Cas12 (CDS_0031)
21 23 holin (CDS_0027)
18 |2022] 24 25 26 | 28 29 30 32
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MGVR_UViG_3300029729_000104|3300029729|Ga0245191_100631:8,982-26,646 (+)
metallo-protease (CDS_0026)
integrase (CDS_0022)
23 28
18 19 20 21 T24 25 | 277

!%

uvig 162036:8,984-24,950 (+)
20 25
18 19 [21 22 2324
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MGV-GENOME-0224375:9,006-21,686 (+)
minor tail protein (CDS_0019) 23 28
18 20 21 22 [24 252627 3233

-
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20 26 32
18 1921 22 23 24 25 [27 28 29 3031733
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uvig_204869:9,017-26,440 (+)
minor tail protein (CDS_0020)
holin (CDS_0024) 29
18 19| 21 22 23 25 26 2728 31 anti-SOS response (APIS178) (CDS_0032)
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uvig 318104:9,019-25,207 (+)
holin (CDS_0029)
20 22 31 35
18 19[21] 23 24252627 28 |30 32 333436
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MGVR_UViG_3300029708_000301|3300029708|Ga0245189_100125|113-36522: 9,018-25,917 (+)
holin (CDS_0028)
20 22 30 34
18 19[21] 23 2425 26 27 |29] 31 323335
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MGV-GENOME-0209797:8,982-19,366 (+)
22

18 19 20217 23

MGV-GENOME-0210128:8,984-19,816 (+)
19 21 28
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MGV-GENOME-0212010:9,017-19,546 (+)

181920
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MGV-GENOME-0240258:8,983-17,930 (+)

18

u-vig 107834:9,017-17,625 (+)

18 19
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MGV-GENOME-0243744:9,018-17,806 (+)
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18 19
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minor tail protein (CDS_0019)
18 [ 2021
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MGV-GENOME-0245421:8,984-18,586 (+)
18 19minor tail protein (CDS_0020)
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MGV-GENOME-0250775:9,014-18,835 (+)
20
18 19] 2122 23

ﬁGV-GENOME-OZSSlSZ: 9,017-19,459 (+)
HTH DNA binding protein (CDS_0023)
minor tail protein (CDS_0022)
20
1819[21| | 2425
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MGV-GENOME-0252611:8,981-19,991 (+)
anti-SOS response (AP1S132) (CDS_0021)
22 24
19 20 |23 25
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ﬁG\/—GENOME—O213573: 8,983-19,872 (+)
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18 19 20[22 23

u-vig,113863: 9,017-19,860 (+)
21 23
18 19 20]22 [24
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MGV-GENOME-0239901: 9,017-21,761 (+)
anti-SOS response (AP1S132) (CDS_0034)
19 23 holin (CDS_0029) 31 35
18 20 21 22] 24 25 2627 28 | 30 [32 33 |][3637
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OTU_2416:8,983-28,684 (+)
anti-SOS response (AP1S132) (CDS_0034)
20 23 holin (CDS_0029) 31 35
18 19] 21 22[ 24 25 2627 28 | 30 [32 33 |[3637
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MGVR_UViG_3300029088_000051|3300029088|Ga0169204_100122|52730-91669:8,986-28,403 (+)

anti-SOS response (AP1S132) (CDS_0038)
20 23 holin (CDS_0029) 35 39
18 19] 21 22 24 25 2627 28 30 31 32 33 34 [36 37 |[4041
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uvig_124208:8,986-33,412 (+)
anti-SOS response (AP1S132) (CDS_0033)
22 30 34
18 19 20 21] 23 2425 26 27 28 29 [31 32 |[3536
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SAMNO5827126_al_ct894:8,983-28,850 (+)

anti-SOS response (AP1S132) (CDS_0032)
21 holin (CDS_0027) 29 33

18 19 20] 22 2324 25 26 | 28 [30 31 |[3435
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MGV-GENOME-0262170: 8,983-28,281 (+)
anti-SOS response (APIS132) (CDS_0032)
19 holin (CDS_0024) 29 3
18 [20 21 22 23 25 26 27 28 [30 31 |[3435
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uvig 280881:8,983-28,996 (+)
anti-SOS response (AP1S132) (CDS_0027)
holin (CDS_0022) 24 28
18 1920 21 | 23 [25 26 |[2930
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uvig_151098:9,019-25,535 (+)

anti-SOS response (AP1S132) (CDS_0030)
20 holin (CDS_0025) ~ 27 31
18 19]21 22 23 24 | 26 [28 29 |][3233
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anti-SOS response (AP1S132) (CDS_0040)
holin (CDS_0029) integrase (CDS_0036)
minor tail protein (CDS_0019) endolysin (CDS_0028) 37 41

18 2021 2223 24 25 2627 | 30 31 32 33 34 35 T38 39 | 4243
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uvig_182399:8,983-37,018 (+)
anti-SOS response (AP1S132) (CDS_0027)
holin (CDS_0026)
19 28 30
18 [20 2122 23 24 25 29 T31
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MGV-GENOME-0296875:9,017-24,360 (+)
anti-SOS response (AP1S132) (CDS_0027)
holin (CDS_0026)
19 28 30
18 20 2122 23 24 25 [29 T3t
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IMGVR_UViG_3300045988_149617|3300045988|Ga0495776_172573:9,017-24,360 (+)
integrase (CDS_0023) anti-SOS response (AP1S132) (CDS_0037)
holin (CDS_0026) integrase (CDS_0033)
endolysin (CDS_0025) transaldolase (CDS_0030) 34 38 40
18 20 2122 | 24 | 27 28 29 31 32 Tas 36 |[39 T41
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uvig 438789:9,017-35,703 (+)
anti-SOS response (API1S132) (CDS_0023)
20 24
18 19 J21 22 |[2526
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MGV-GENOME-0226047:9,016-22,048 (+)
anti-SOS response (AP1S132) (CDS_0023)
20 24
18 19 [21 22 |[2526
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MGV-GENOME-0246545:8,983-22,102 (+)
anti-SOS response (API1S132) (CDS_0023)
20 24
18 19 J21 22 |]2526
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MGV-GENOME-0245316:9,016-22,439 (+)
anti-SOS response (API1S132) (CDS_0023)
20 24
18 19 [21 22 |]2526
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uvig_113136:9,019-22,073 (+)
anti-SOS response (API1S132) (CDS_0026)
23 27

18 19 20 21 22 |24 25 |]2829
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uvig_72871:9,016-25464 (+)
anti-SOS response (AP1S132) (CDS_0023)
20 24
1 19 21 22 |[2526 27

MGV-GENOME.0244880: 9.004-22,492 (+).
anti-SOS response (AP1S132) (CDS_0024)
membrane protein (CDS_0021) 26
18 19 20 22 23 | 2527

MGV-GENOME.0247291: 9.018-22.603 (+)
anti-SOS response (AP1S132) (CDS_0029)
holin (CDS_0023) 26 30 32
18 19 20 21 22 | 24 25 [27 28 |]31733 3
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Mg_4156: 9,016-27,422 (+)
anti-SOS response (APIS132) (CDS_0028)
holin (CDS_0023)

endolysin (CDS_0022) 25 29 31
18 19 20 21 | 24 T26 27 |30 32
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TemPhD_cluster_43400: 9,016-26,254 (+)
anti-SOS response (AP1S132) (CDS_0028)
holin (CDS_0023)
endolysin (CDS_0022) 25 29 31
18 19 20 21 | 24 T26 27 |30 732
L ———————— . ¢ | | & 8 8 | & B 1§ ]
TemPhD_cluster_62068:9,016-26,254 (+)
anti-SOS response (AP1S132) (CDS_0027)
24 28 30
18 19 2021 22 23 [25 26 |]29 [31
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MGVR_UVIG_2864571265_000005|2864571265/2864571271|59133-94384:8,985-25,164 (+)
anti-SOS response (AP1S132) (CDS_0026)
23 27 29
18 19 20 21 22 J24 25 |28 30
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MGVR_UVIG_2864545617_000004|2864545617|2864545623|3-35237:8,985-25,147 (+)
anti-SOS response (AP1S132) (CDS_0031)
capP (CDS_0025) 28 32 34
18 19 2021 22 2324 | 26 27 [29 30 |[33735

<
@
<
el
C
<
@)
N
®
o
.J;
o
o
[oN
(o)
0
w
o
o
o
o
o
[
N
foc]
o
N
[
o
JoN
O
0
[
o
@®
o
4;
o
o
[oN
o)
0
ES
~
[oN
~
N
o
®
i
&)
a
o
o
0
@
o
N
~
[
)
w

[}
|
|
|
|
I
]
q
|
00—
1
|
|
|

- (+)

N
e

anti-SOS response (API1S132) (CDS_0041)
20 holin (CDS_0029) 38 43
18 l‘?T 22 23 24 25 26 27 28 30 31 32 33 34 35 36 37 T39 40 iZTﬁ
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uvig_142530:9,017-38,385 (+)

21 anti-SOS response (AP1S132) (CDS_0034)
20 holin (CDS_0029) 31 36
18 19] |22 23 24 25 26 27 28 | 30 [32 33 | 35][37
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IMGVR_UViG_3300045988_143495|3300045988|Ga0495776_179582:9,017-29,139 (+)
HTH DNA binding protein (CDS_0031)
19 23 holin (CDS_0030)
18 20 21 22] 24 25 262728 29 | | 3233
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HTH DNA binding protein (CDS_0029)
21 holin (CDS_0026)
20 [22 23 24 25 | 27 28 | 3031
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uvig_116429: 10,422-25674 (+)
HTH DNA binding protein (CDS_0034)
19 23 holin (CDS_0028) ~ 30
18 20 21 22] 24 25 26 27 | 29 [31 3233 | 3536
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MGV-GENOME-0263441: 8,983-28,351 (+)
HTH DNA binding protein (CDS_0032)
24 28
18 192021 22 23] 25 26 27 [29 30 31 | 33
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MGV-GENOME-0270625: 9,016-26,428 (+)

HTH DNA binding protein (CDS_0036)
24 32
18 192021 22 23] 25 26 272829 30 31 [33 34 35 | 3
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ﬁGV-GENOM E-0263748:9,016-28,570 (+)
minor tail protein (CDS_0020) HTH DNA binding protein (CDS_0032)
holin (CDS_0025) 27
18 19 |21 22 23 24 26 28 293031 | 3334
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OTU_2840:8,983-26,676 (+)
HTH DNA binding protein (CDS_0029)
holin (CDS_0022) ~ 24
17 18 19 20 21 | 23 [25 262728 | 3031
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MGV-GENOME-0241140: 8,089-24,845 (+)
minor tail protein (CDS_0020) HTH DNA bindinwtein (CDS_0030)
holin (CDS_0024) 26 transposase (CDS_0031)
18 19| 21 22 23 25 [27 28 29 | 3233
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MGVR_UViG_3300014963_000052|3300014963|Ga0134523_1001987:9,017-27,573 (+)

HTH DNA binding protein (CDS_0036)
19 23 holin (CDS_0029) ~ 31
18 20 21 22] 24 25 26 27 28 30 [32 333435 | 3738
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OTU_2198:9,017-29,595 (+)
minor tail protein (CDS_0025) HTH DNA binding protein (CDS_0042)
21 23 holin (CDS_0034) 37
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ivig 4334:8,983-32,107 (+)
HTH DNA binding protein (CDS_0038)
21 holin (CDS_0031) metallo-protease (CDS_0037)
20 endolysin (CDS_0030) 33
18 19 |22 23 24 25 26 27 28 29 | 32 T34 3536 39 40
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TemPhD_cluster_32720:8,983-29,794 (+)
HTH DNA binding protein (CDS_0038)

minor tail protein (CDS_0021) holin (CDS_0031) metallo-protease (CDS_0037)
19 24 endolysin (CDS_0030) 33 ‘
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Vig.1790: 9.017-30,686 (+)
HTH DNA binding protein (CDS_0031)

19 holin (CDS_0024) 26
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OTU.2945.8,984 25,995 (+)
HTH DNA binding protein (CDS_0038)
metallo-protease (CDS_0037)

integrase (CDS_0022) integrase (CDS_0032)
20 24 33
18 19721 23] 25 2627 28 29 30 31 T34 3536 39 40
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HTH DNA binding protein (CDS_0033)
22 28
18 19 20 21 23 24 2526 27 |29 303132 3435
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MGVR_UViG_3300014511 000002|3300014511|Ga0169877_10111:9,076-27,075 (+)

HTH DNA binding protein (CDS_0037)
holin (CDS_0025) integrase (CDS_0031)
20 endolysin (CDS_0024) 32
18 19[21 22 23 | 26 27 28 29 30 133 343536 | 3839
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HTH DNA binding protein (CDS_0037)
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minor tail protein (CDS_0022)
integrase (CDS_0023) HTH DNA binding protein (CDS_0032)
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HTH DNA binding protein (CDS_0031)
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-25,128 (+)
transposase (CDS_0031)
transposase (CDS_0033)
minor tail protein (CDS_0020) cas12f2_V-F_2 (CDS_0030)
holin (CDS_0025) 27 cas12f2_V-F_2 (CDS_0032)
18 19|21 22 23 24 26 2829 \ 34 35

5
-
I
i
#H

- | N N N N . L

IMGVR_UViG_3300014534_000007|3300014534|Ga0134455_100123: 8,984-28,874 (+)
cas12f2_V-F_2 (CDS_0028)

holin (CDS_0023) 25  transposase (CDS_0029)
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" — 1 L — | & § —§ —— ] I E— —
IMGVR_UViG_3300045988_145070|3300045988|Ga0495776_015157:8,984-26,587 (+)

HTH DNA binding protein (CDS_0024)
metallo-protease (CDS_0023)
integrase (CDS_0019)
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uvig 85358:9,019-22,212 (+)
HTH DNA binding protein (CDS_0024)
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MGV-GENOME-0241848:9,017-22,265 (+)
PD-Lambda-5_B_WP_110365848.1 (CDS_0020)
PD-Lambda-5_A_ WP_117651086.1 (CDS_0019)
HTH DNA binding protein (CDS_0026)
metallo-protease (CDS_0025)
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HTH DNA binding protein (CDS_0024)
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HTH DNA binding protein (CDS_0027)
metallo-protease (CDS_0026)
holin (CDS_0021) 23 ‘
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IMGVR_UViG_3300045988_154259|3300045988|Ga0495776_101522:8,983-24,561 (+)
HTH DNA binding protein (CDS_0024)

20
18 19 [21 22 23 | 2526
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MGV-GENOME-0242977:9,014-22,220 (+)
HTH DNA binding protein (CDS_0023)
19
18 [20 21 22 | 2425
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MGV-GENOME-0244714:9,008-22,660 (+)

HTH DNA binding protein (CDS_0024)
20
18 19 [212223 | 2526
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MGV-GENOME-0222879:9,018-21,473 (+)

HTH DNA binding protein (CDS_0024)
19
18 [20 212223 | 2526
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MGV-GENOME-0228398:9,021-22,448 (+)

HTH DNA binding protein (CDS_0024)
metallo-protease (CDS_0023)
20
18 19 [2122 25 26
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MGV-GENOME-4405923:9,018-21,393 (+)
HTH DNA binding protein (CDS_0020)
metallo-proteasc?(C'T)S_OON)
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uvig 501577:8,983-19,516 (+)
HTH DNA binding protein (CDS_0020)
18 19 [ 2122
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uvig_123478:9,017-19,127 (+)
HTH DNA binding protein (CDS_0028)
holin (CDS_0022) 24
18 19 20 21 | 23 [25 26 27 | 2930
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MGV-GENOME-0243184:9,016-25,658 (+)
SoFic__SoFic (CDS_0024)
integrase (CDS_0021) HTH DNA binding protein (CDS_0027)
22 metallo-protease (CDS_0026)
18 19 20 T23 | 25 T | 2829
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uvig_160031:8,982-26,276 (+)
HTH DNA binding protein (CDS_0026)
22
18 19 20 21 T23 24 25 | 2728

Vg 592491:8,983-24.965 (+)
HTH DNA binding protein (CDS_0025)
metal Io—protease(ﬁ)S_OO24)
minor tail protein (CDS_0016) 20 ‘
major tail protein (CDS_0011) 17 18 19 T 21 2223 26 27
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uvig_494459:7,789-24,049 (+)

holin (CDS_0026) SoFic__SoFic (CDS_0029)

minor tail protein (CDS_0021) HTH DNA binding protein (CDS_0032)
18 1920 | 222324 25 | 27 28 30 gT

3334 36 37

Wig 376564 8,983-28.848 (1)
minor tail protein (CDS_0019)
20 22 25
18 | T21] 23 24] 26 27 28

D A SN B N N O NN DN B SN DN SE—
MGV-GENOME-0268300: 9,015-22,935 (+)
minor tail protein (CDS_0021)
20 24
18 19 2223] 25 26 27 28 29
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MGV-GENOME-0260257: 9,006-23,805 (+)
minor tail protein (CDS_0019) holin (CDS_0029)
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MGV-GENOME-0300134: 8,983-24,768 (+)
minor tail protein (CDS_0021)
20 24
18 191 | 22 23] 25 26 2728 29 holin(CDS_0030)
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IMGVR_UViG_2687453622_000002|2687453622|2687454457|1340744-1375783: 8,981-24,464 (+)
anti-repressor (CDS_0032)
20 24 holin (CDS_0031)
18 1921 22 23] 25 26 272829 30 \ 37
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MGV-GENOME-0253495:9,016-24,627 (+)
HTH DNA binding protein (CDS_0039)
holin (CDS_0034)
21 23 27 35
14 15 16 17 20 [22]24 25 26] 28 29 303132 33 |[36 37 38 | 40
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IMGVR_UViG_2869647275_000002|2869647275|2869647275|1302897-1341351:8,452-28,216 (+)
anti-SOS response (AP1S132) (CDS_0023)
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MGV-GENOME-0245539:9,018-23,395 (+)
anti-SOS response (API1S132) (CDS_0023)
20
18 19 [21 22 24 2526 27 28

| [ 8§ [ & ' ;B |
MGV-GENOME-0228268:9,018-23,369 (+)
anti-SOS response (AP1S132) (CDS_0023)
membrane protein (CDS_0021) 25
18 19 20| 22 | 24 [26 27 28
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MGV-GENOME-0242910:8,985-23,053 (+)
anti-SOS response (API1S132) (CDS_0027)
Phrann_gp29. _gp30T )_gp30 (aDS_OOZS)
Phrann_gp29_gp30__gp29 (CDS_0024)
18 19 20 21 22 23 | 26 | 28 293031 32
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uvig_148185:8,983-27,542 (+)
anti-SOS response (AP1S132) (CDS_0023)
Phrann_gp29_gp30_gp30 (CDS_0021)
Phrann_gp29_gp30_gp29 (CDS_ 0020)
18 19 | 22 | 24 2526 27 28
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MGV-GENOME-0246581:8,983-23,304 (+)
anti-SOS response (AP1S132) (CDS_0023)
20 anti-repressor Ant (CDS_0027)
18 19 [21 22 24 2526 | 28 34
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MGV-GENOME-4412185:9,016-23,999 (+)
anti-SOS response (AP1S132) (CDS_0023)
20 anti-repressor Ant (CDS_0027)
18 19 21 22 24 2526 28
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MGV-GENOME-0248671:9,016-24,010 (+)

anti-SOS response (AP1S132) (CDS_0026)
23 anti-repressor Ant (CDS_0030)
T24 25 27 2829 | 31

18 19 20 21 22

(vig64083: 9,016-27.024 (+)
PD-Lambda-1_ PD-Lambda-1 (CDS_0022)

20 anti-repressor Ant (CDS_0027)

18 19 21 23 24 2526 | 28
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MGV-GENOME-0231110: 9,016-24,229 (+)
membrane protein (CDS_0032)
anti-repressor Ant (CDS_0038)
20 24 35
18 192122 23] 25 26 27 28 29 30 31 33 34] 3637 39
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uvig_557651:8,983-30,022 (+)

anti-SOS response (AP1S132) (CDS_0029)
membrane protein (CDS_0027)

20 holin (CDS_0024) anti-repressor Ant (CDS_0033)
18 19] 2122 23 | 25 26 28

30 3132 | 34
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OTU_3016:8,983-27,383 (+)
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integrase (CDS_0025) anti-SOS response (AP1S132) (CDS_0038)
minor tail protein (CDS_0019) holin (CDS_0028) integrase (CDS_0034)
20 22 24 endolysin (CDS_6027) 85} anti-repressor Ant (CDS_0042)
18 | T21]23] | 26 29 30 31 32 33 T3 37 39 4041 | 43
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uvig_173468:9,018-34,401 (+)
minor tail protein (CDS_0019) anti-SOS response (APIS132) (CDS_0034)
20 24 31
18 | J21 22 23] 25 26 27 28 29 30 |32 33 | 35 3637 38 39
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uvig_539963:8,982-30,559 (+)
minor tail protein (CDS_0022) anti-SOS response (APIS132) (CDS_0037)
20 25 membrane protein (CDS_B635) 39
18 1921 | 23 24] 26 272829 30 31 32 33 34| 36 | 3874041 42
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uvig_410992:8,985-31,591 (+)
minor tail protgin (CDS_0020)

anti-repressor Ant (CDS_0022)
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MGV-GENOME-0249122:8,983-19,411 (+)
anti-repressor Ant (CDS_0020)
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MGV-GENOME-0248049:8,983-18,619 (+)
metallo-protease (CDS_0025)
endonuclease (CI5§_0024)
integrase (CDS_0021)
19 22 anti-repressor Ant (CDS_0029)
18 20 T23 | 262728 | 30
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MGV-GENOME-0221093:8,984-21,982 (+)
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uvig 246845:9,018-26,276 (+)
minor tail protein (CDS_0021)
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MGV-GENOME-0211582: 8,983-20,125 (+)
holin (CDS_0020)
22 27
18 19 21723 24 25 26 2829 30

[ I N A SN BN N SENN NN SN SN — N
IMGVR_UViG_3300045988_146430|3300045988|Ga0495776_101536:8,983-24,707 (+)
minor tail protein (CDS_0020)
holin (CDS_0025) 31
18 19|21 22 23 24 26 2728 29 30] 3233 34
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IMGVR_UViG_3300029400_000008|3300029400|Ga0243781_100622: 9,020-27,964 (+)
minor tail protein (CDS_0020)

holin (CDS_0025) 31
18 19|21 22 23 24 | 26 2728 29 30] 3233 34
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IMGVR_UViG_3300029331_000008|3300029331|Ga0243780_100851: 9,020-27,983 (+)

24 26 holin (CDS_0031) 33 37
18 192021 22 23] 25 [27 2829 30 32 [34 35 36] 3839 40 41

‘
1
1
|
1
L¥
l 7
|
i

OTU_2193:8,984-30,685 (+)
Phrann_gp29_gp30T_gp30 (CDS_0029)
19 23 holin (CDS 0028)
18 20 21 22] 24 25 26 27 || 30 31 32 333435 36
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IMGVR_UViG_3300014927_000128|3300014927|Ga0169766_100099|18500-56156:9,019-28,402 (+)
minor tail protein (CDS_0021)
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18 1920| 22 23] 25 26 27 28 29 30 3132 33 34
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uvig 416215:8,985-26,670 (+)

minor tail protein (CDS_0020)

23 holin (CDS_0029)
18 19 | 21 22] 24 25 26 27 28 [30 31 32
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IMGVR_UViG_2513237172_000001(2513237172|2513260526|336439-372252:9,019-26,219 (+)
10000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
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defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA pseudogene
I




