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MGV-GENOME-0306452: 1,723-12,543 (+)
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MGV-GENOME-0311929:1-14,234 (+)
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MGV-GENOME-0310108: 1-11,665 (+)
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transposase (CDS_0010)
transcriptional regulator (CDS_0006) Casl‘4u CAS-V-F; (CDS_0011)
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MGV-GENOME-0321883:3,274-16,523 (+)
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head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder)
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defence (PADLOC) anti-defence (dbAPIS)




